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Professional Preparation:

University of Kiel, Germany Mathematics/Biology 1976-1979
University of Oxford, UK Applied Statistics M.Sc., 1981

The Weizmann Institute of Science, Israel  Life Sciences Ph.D., 1986

Stanford University, USA Bioinformatics 1987-1988
Appointments:

July 1, 2002 — present Bergdahl Professor of Bioinformatics lowa State University
2001 - 2002 Professor lowa State University
1998 - 2000 Associate Professor lowa State University
1995 — 1998 (part time) Lecturer in Mathematics Stanford University
1989 — 1998 Research Associate Stanford University
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Synergistic activities:

(1) Member of the core faculty of the ISU Bioinformatics and Computational Biology program
and Co-Director of the NIH-NSF BBSI Summer Institute in Computational Systems Biology
- lowa State University

(2) ISU Teaching responsibilities for the bioinformatics graduate course BCB 568
(http://gremlinl.gdcb.iastate.edu/~volker/teaching/bcb568.html)

(3) Member of the faculty of the ISU Interdepartmental Genetics graduate study program and
member of the International Faculty of the International Graduate School in Bioinformatics
and Genome Research, Bielefeld University, Germany

Collaborators (non-1SU):

Alice Barkan (University of Oregon), Thomas Brutnell (Cornell University), Sarah Hake
(USDA-PGEC, Albany CA), Eva Huala (Carnegie Institution, Stanford), David Jackson (Cold
Spring Harbor Laboratory), Elizabeth Kellogg (University of Missouri), Stefan Kurtz
(Universitat Hamburg), Carol Lushbough (University of South Dakota), Todd Mockler (Oregon
State University), Anireddy Reddy (Colorado State University), Seung Rhee (Carnegie
Institution, Stanford), Torbert Rocheford (University of Illinois), Robert Schmidt (University of
California, San Diego), Lincoln Stein (Cold Spring Harbor Laboratory), Virgina Walbot
(Stanford University)

Graduate and postdoctoral advisors:
Edward Trifonov (University of Haifa, Israel), Samuel Karlin (Stanford University)

Graduate students (10, including 3 current students):

Liping Chen (Ph.D., current), Jianmin Feng (M.S., 2002), Hong Lu (Ph.D., current), Yuanbin Ru
(Ph.D., current), Shannon Schlueter (Ph.D., 2006), Michael Sparks (Ph.D., 2007), Jonathan
Usuka (Stanford University, Ph.D., 2001), Bing-Bing Wang (M.S., 2002; Ph.D., 2005), Matthew
Wilkerson (Ph.D., 2007), Wei Zhu (Ph.D., 2003)

Postdoctoral students (10, including 1 current student):

Qunfeng Dong (2001-2002), Xiaowu Gai (1999-2001), Xiang Gao (2002), Wei Guo (2001-
2003), Shailesh Lal (2000-2001), Carolyn Lawrence (2003-2005), Xiaokang Pan (2003-2006),
Michael Sparks (2008, current), Matthew Wilkerson (2008), Liqun Xing (2000-2001)
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