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Jack C. M. Dekkers 
 

C.F. Curtiss Distinguished Professor 
Section Leader, Animal Breeding and Genetics 

Department of Animal Science 
239D Kildee Hall Tel: 515-294-7509 
Iowa State University Fax: 515-294-9150 
Ames, IA, 50011, USA E-mail: jdekkers@iastate.edu 
                      http://www.ans.iastate.edu/faculty/index.php?id=jdekkers 
 

Education 
B.Sc. (1982) Animal Science  Agricultural University, Wageningen, The Netherlands 
M.Sc.  (1985)  Animal Science  Agricultural University, Wageningen, The Netherlands 
Ph.D.  (1989)  Dairy Science/ 
   Animal Breeding University of Wisconsin, Madison, Wisconsin 
Post-doc (1989) Animal Breeding    
   and Genetics  University of Wisconsin, Madison, Wisconsin 
 

Employment 
1985 - 1988 Graduate Research Assistant, Univ. of Wisconsin, Madison (Dr. G. Shook) 

PhD: Economic evaluation of dairy cattle MOET nucleus breeding programs  
1989 Post-doctoral Fellow, University of Wisconsin, Madison, WI (Dr. M. Dentine) 

Research on QTL mapping under the infinitesimal genetic model. 
1989 - 1992 Adjunct Professor of Animal Breeding, University of Guelph, Canada 

Quantitative genetics and breeding strategies with application to dairy cattle. 
Undergraduate teaching. Fully supported by Can. dairy cattle breed. industry 

1992 - 1995 Assistant Professor of Animal Breeding, University of Guelph, Canada 
Quantitative genetics and breeding strategies with application to dairy cattle. 
Undergraduate teaching. Fully supported by Can. dairy cattle breeding 
industry and the Natural Sciences and Engineering Research Council. 

1996   Visiting Scientist, Animal Breeding, Agricultural Univ., Wageningen, NL. 
Sabbatical (4 mo) supported by NATO Fellowship. 

1995 - 1997  Associate Professor of Animal Breeding, University of Guelph, Canada 
Quantitative genetics and breeding strategies with application to dairy cattle. 
Undergraduate teaching. 

1997 - 2002  Associate Professor of Animal Breeding, Iowa State University, Ames, IA 
Research on QTL mapping, marker-aided selection, breeding strategies, with 
applications to swine (75%). Graduate and undergraduate teaching (25%). 

2002 - 2013  Professor of Animal Breeding, Iowa State University, Ames, IA 
Research on QTL mapping, marker-aided selection, breeding strategies 
(75%). Graduate and undergraduate teaching (25%). 

2002 - present  Section leader, Animal Breeding and Genetics, Iowa State University, Ames, IA 
2013 - present  C.F. Curtiss Distinguished Professor, Iowa State University, Ames, IA 

Research (75%) on integration of quantitative genetics and genomics; 
genetic aspects of feed efficiency and health; breeding strategies. Graduate 
and undergraduate teaching (25%). 
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Awards and Honors 
• LeClerg Lecturer, University of Maryland (2014) 
• C.F. Curtiss Distinguished Professor (2013) 
• ISU CALS Team Award for RFI group (group leader) (2012) 
• ISU Margaret Ellen White Graduate Faculty Award (2012) 
• ISU Gamma Sigma Delta Research Award (2012) 
• Rockefeller Prentice Memorial Award in Animal Breeding & Genetics, Amer.Soc.Anim.Sci. (2007) 
• A.B. Chapman Lecturer, University of Wisconsin, Madison (2005) 
• J. L. Lush Award in Animal Breeding, American Dairy Science Association (2004) 
• Outstanding Research Award, College of Agriculture, Iowa State University (2004) 
• ADSA/ASAS travelling fellow to European Association of Animal Production (2003) 
• Special recognition for quality of promotion dossier, President, Iowa State University (2002) 
• Invited paper in Nature Reviews: Genetics (2002, Vol. 3: 22-32). 
• Travelling Fellow, Assoc. for Advancement of Animal Breeding and Genetics, Australia (1999). 
• NATO Fellowship, Dept. Animal Breeding & Genetics, Agric. Univ., Wageningen (1996) 
• New Faculty Support Program Award, Natural Sci. & Engineering Res. Council, Canada (1992) 
 
Teaching Experience 

Undergraduate 
• Livestock&Poultry Breeding (1992 – 1997), University of Guelph 
• Livestock Improvement Through Animal Breeding (1997), ISU 
• Issues Facing Animal Science (2000), ISU 
• Academic advisor for 15-20 undergraduate students (1999 -  present), ISU 

 Graduate 
• Animal Breeding Strategies  (1998, 1999, 2001, 2003, 2005, 2007, 2010, 2013, 2015) 
• Advanced Statistical Methods for Animal Breeding, co-instructor (2002) 
• Applied Animal Breeding  (1999) 
• Population&Quantitative Genetics for Breeding: co-instructor ‘03–‘06; sole instructor ’06-‘14 
• Applied Beef and Dairy Cattle Breeding – course coordinator and co-instructor (2012) 

 
On-line Graduate 
• Introduction to Marker Association Analysis and QTL Detection. Animal Breeding Online, 

’13,’14,’15. 
• Prediction and Control of Inbreeding in Breeding Programs. Animal Breeding Online, ‘14 

 
 Post-graduate short courses/workshops 

• Breeding program design with genomic selection (2014, University of New England, 
Australia; 2015, Iowa State University) 1-week course, Co-instructor 

• Genomic selection in livestock (2013) 1-week course. Quebec City, Canada. Organizer and 
co-instructor. 

• Genomic selection in livestock (2012) 1-week course. ASAS/ADSA. Organizer and co-
instructor. 

• Genomic selection in livestock (2010, 2012, 2013) 1-week course. Organizer and co-
instructor. 

• Use of high-density SNP genotyping data for genetic improvement of livestock (2009) 2-week 
course. ISU. Organizer and co-instructor. 

• Quantitative Genetics with Integration of Molecular Genetics (2008) 2-week NOVA course, 
University of Helsinki, Finland, Instructor 

• Design and economic of animal breeding strategies (2003), ISU, Organizer and instructor 
• Applied economic aspects of animal breeding programs (2001) Univ. Guelph, Canada, 

Instructor 
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• Quantitative genetics for new technologies in animal breeding (1999), University of New 
South Wales, Australia, co-instructor 

• Organizer Animal Breeding and Genetics summer short courses (two in 2004; three in 2005; 
two in 2007, 2009, 2010), ISU 

 Industry short courses/workshops 
• CPAB industry short courses (1996-1997), co-instructor, University of Guelph.  
• Molecular methods in plant breeding (2000-2003) (½ day co-instructor), Agronomy Dept, 

ISU 
• USDA-IFAFS-NSIF Workshop on Molecular Genetics (2003, 1 day), Des Moines, Iowa 
• Training Workshop on QTL mapping and marker-assisted selection, Canadian Center for 

Swine Improvement (2004, 1 day), Ottawa, Canada 
 

Significant Research Contributions 
• Methods for economic evaluation of breeding programs in competitive markets  
• Methods for simulation of breeding programs that combine stochastic and deterministic models 
• Design and evaluation of dairy breeding programs to capitalise on reproductive technologies 
• Analytical methods to derive asymptotic responses to selection on BLUP breeding values that 

account for the effects of selection on genetic variance 
• Effects associated with genetic markers under the infinitesimal genetic model 
• Genetic analysis and national genetic evaluation systems for somatic cell score, longevity, and 

dystocia for dairy cattle. 
• Derivation of economic values and development of total economic index for dairy bulls in Canada 
• Use of random regression models for analysis of test-day data 
• Optimal selection on non-linear profit functions over multiple generations through the use of 

optimal control theory 
• Marker-assisted selection and optimal selection to resolve the conflict between short- versus long-

term responses with marker-assisted selection 
• Statistical methods for QTL mapping and their application to detect genes and QTL in pigs. 
• Evaluation of measures of linkage disequilibrium 
• Comparison of methods for linkage disequilibrium analysis 
• Use of high-density SNP genotyping for genomic selection, including improvement of crossbred 

performance 
• Implementation of genomic selection using low-density SNP panels 
• Experimental evaluation of genomic selection in layer chickens 
• Selection index methods for evaluation of marker-assisted and genomic selection 
• Genetic and biological aspects of residual feed intake in pigs; development of RFI research 

consortium. 
• Genome-wide association study for host response to PRRS in pigs; Discovery of major QTL on 

chromosome 4. 
• Identification of Severe Combined Immuno-Deficiency (SCID) in pigs and development of SCID 

pigs for biomedical research. 
 
Patents 
Dekkers, J.C.M., C.K. Tuggle, E.H. Waide, J.W. Ross, N.M. Ellinwood, and M. Schroyen. 2015. 
Genetic test and genetic basis for SCID in pigs. US Patent Application # 14/592,586 (pending). 
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A. Publications in peer-reviewed scientific journals    H-factor (ISI) = 43. Total number of 
citations = 5,973 (5,579 excluding self citations). Citations by article in brackets [#] 
 

A.1. Heidaritabar, M., A. Wolc, J. Arango, J. Zeng, P. Settar, J. E. Fulton, N.P. O'Sullivan, J.W.M. 
Bastiaansen, R.L. Fernando, D.J. Garrick, J.C.M. Dekkers. 2016. Impact of fitting dominance and 
additive effects on accuracy of genomic prediction of breeding values in egg-laying chickens. J. Animal 
Breeding and Genetics (Submitted). 

A.2. Weng, Z., A. Wolc, X. Shen, R.L. Fernando, J.C.M. Dekkers, J. Arango, P. Settar, J.E. Fulton, 
N.P. O’Sullivan and D.J. Garrick. 2016. Effects of Number of Training Generations for Genomic 
Prediction in Various Traits in a Layer Chicken Population. Genet. Selec. Evol. (Submitted) 

A.3. Fernando, R., A. Toosi, A. Wolc, D. Garrick, and J. Dekkers. 2016. Application of whole-genome 
prediction methods for genome-wide  association studies: a Bayesian approach. J. Agricultural, 
Biological, and Environmental Statistics (Submitted). 

A.4. Wolc, A., A. Kranis, J. Arango, P. Settar, J.E. Fulton, N.P. O’Sullivan, A. Avendano, K.A. Watson, J.M. 
Hickey, G. de los Campos, R.L. Fernando, D.J. Garrick, and J.C.M. Dekkers. 2016. Implementation of 
Genomic Selection in the Poultry Industry. Animal Frontiers 6:1 doi:10.2527/af.2016-0004 

A.5. Schroyen, M., J.P. Steibel, J.E. Koltes, I. Choi, N.E. Raney, C. Eisley, E. Fritz-Waters, J.M. Reecy, 
J.C.M. Dekkers, R.R.R. Rowland, J.K. Lunney, C.W. Ernst, and C.K. Tuggle. 2015. Whole blood 
microarray analysis of pigs showing extreme phenotypes after a porcine reproductive and respiratory 
syndrome virus infection. BMC Genomics 16:516. 

A.6. Niederwerder M.C., B. Bawa, N.V.L. Serão, B.R. Trible, M.A. Kerrigan, J.K. Lunney, J.C.M. Dekkers, 
and R.R.R. Rowland. 2015. Vaccination with a porcine and reproductive and respiratory syndrome 
(PRRS) modified live virus vaccine followed by challenge with PRRSV and porcine circovirus type 2 
(PCV2) protects against PRRS but enchances PCV2 replication and pathogenesis. Clinical and Vaccine 
Immunology 22: 1244-1254. 

A.7. Waide, E.H., J.C.M. Dekkers, J.W. Ross, R.R.R. Rowland, C.R. Wyatt, C.L. Ewen, A.B. Evans, D.M. 
Thekkoot, N.J. Boddicker, N.V.L. Serão, N.M. Ellinwood, and C.K. Tuggle. Not all SCID pigs are 
created equally: Two independent mutations in the Artemis gene cause Severe Combined 
Immunodeficiency (SCID) in pigs. J Immunol 195: 3171-3179. [1] 

A.8. Wolc, A., Zhao, H.H., Arango, J., Settar, P., Fulton, J.E., O’Sullivan, N.P., Preisinger, R., Stricker, C., 
Habier, D., Fernando, R., Garrick, D.J., Lamont, S.J., Dekkers, J.C.M. 2015. Response and inbreeding 
from a genomic selection experiment in layer chickens. Genet Selec Evolution 47:59 

A.9. Dunkelberger, J.R., N.J. Boddicker, N.V.L. Serao, J.M. Young, R.R.R. Rowland, and J.C.M. Dekkers. 
2015. Response of pigs divergently selected for residual feed intake to experimental infection with the 
PRRS virus. Livestock Sci. 177: 132-141. [1] 

A.10. Mpetile, Z., J.M. Young, N.K. Gabler, J.C.M. Dekkers, and C.K. Tuggle. 2015. Assessing peripheral 
blood cell profile of Yorkshire pigs divergently selected for residual feed intake. J. Animal Sci. 93:892-
899. [1] 

A.11. Fu, W., J.C.M. Dekkers, W.R. Lee, and B. Abasht. 2015. Linkage disequilibrium in crossbred and pure 
line chickens. Genet Sel Evol. 47: 11. [1] 

A.12. Arkfeld, E.K., J.M. Young, R.C. Johnson, C.A. Fedler, K. Prusa, J.F. Patience, J.C.M. Dekkers, N.K. 
Gabler, S.M. Lonergan and E. Huff-Lonergan. 2015. Composition and quality characteristics of carcasses 
from pigs divergently selected for residual feed intake on high or low energy diets. [1] 

A.13. Ewen, C.L.,  A.G. Cino-Ozuna, H. He, M.A. Kerrigan, J.C.M. Dekkers, C.K. Tuggle, R.R.R. Rowland, 
C.R. Wyatt. 2015. Analysis of blood leukocytes in a naturally occurring immunodeficiency of pigs shows 
the defect is localized to B and T cells. Vet. Immun. Immunopath 162:174-179. [2] 
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A.14. Koltes JE, E Fritz-Waters, CJ Eisley, I Choi, H Bao, A Kommadath, NVL Serão, NJ Boddicker, SM 
Abrams, M Schroyen, H Loyd, CK Tuggle, GS Plastow, L Guan, P Stothard, JK Lunney, P Liu, S 
Carpenter, RRR Rowland, JCM Dekkers, JM Reecy (2015) Identification of a putative quantitative trait 
nucleotide in Guanylate Binding Protein 5 (GBP5) for host response to Porcine Respiratory and 
Reproductive Syndrome (PRRS) virus infection. BMC Genomics, 16:412. [1] 

A.15. Grubbs, J.K., C.K. Tuggle, J.C.M. Dekkers, N.J. Boddicker, Y.T. Nguyen, E. Huff-Lonergan, D. 
Nettleton, and S.M. Lonergan. 2015. Investigation of the efficacy of albumin removal procedures on 
porcine serum proteome profile. J. Anim. Sci. 93: 1592-1598. 

A.16. Chen, N., J.C.M. Dekkers, C.L. Ewen, R.R.R. Rowland. 2015. Porcine reproductive and respiratory 
syndrome virus replication and quasispecies evolution in pigs that lack adaptive immunity. Virus 
Research 195:246-249. 

A.17. Serão, NVL, O Matika, RA Kemp, J Harding, SC Bishop, GS Plastow, JCM Dekkers. 2014. Genetic 
analysis of reproductive traits and antibody response in a PRRS outbreak herd. J. Animal Sci. 92: 2905-
2921. [6] 

A.18. Garrick, D., J. Dekkers, and R. Fernando. 2014. The evolution of methodologies for genomic prediction. 
Livestock Science 8: 2905-2921. 

A.19. Wolc, A., J. Arango, T. Jankowski, P. Settar, J.E. Fulton, N.P. O’Sullivan, R. Preisinger, R. Fernando, 
D.J. Garrick and J.C.M Dekkers. 2014. Genome-wide association study for egg production and quality in 
layer chickens. J. Anim. Breed. Genet. 131: 173-182. [9] 

A.20. Grubbs, J.K., E. Huff-Lonergan, N.K. Gabler, J.C.M. Dekkers, and S.M. Lonergan. 2014. Liver and 
skeletal muscle mitochondria proteomes are altered in pigs divergently selected for residual feed intake. J. 
Anim. Sci. 92: 1995-2007. [2] 

A.21. Fernando, R.L., J.C.M. Dekkers and D.J. Garrick.  2014.  A class of Bayesian methods to combine large 
numbers of genotyped and non-genotyped animals for whole genome analyses.  Genetics Selection 
Evolution 46: 50. [7] 

A.22. Abell CE, Dekkers JC, Rothschild MF, Mabry JW, Stalder KJ. 2014. Total cost estimation for 
implementing genome-enabled selection in a multi-level swine production system. Genetics Selection 
Evolution. 46:32. [2] 

A.23. Boddicker, N., A. Bjorquist, R.R.R. Rowland, J.K. Lunney, J.M. Reecy, and J.C.M. Dekkers. 2014. 
Genome-wide association and genomic prediction for host response to PRRSV infection. Genetics 
Selection Evolution. 46:18. [8] 

A.24. Ros-Freixedes, R., L.J. Sadler, S.K. Onteru, R.M. Smith, J.M. Young, A.K. Johnson, S.M. Lonergan, E. 

Huff-Lonergan, J.C.M. Dekkers, and M.F. Rothschild. 2014. Relationship between gilt behavior and 
meat quality using principal component analysis. Meat Sci. 96: 264-269. [1] 

A.25. Boddicker. N., D.J. Garrick, R.R.R. Rowland, J.K. Lunney, J.M. Reecy, and J.C.M. Dekkers. 2014. 
Validation and further characterization of a major quantitative trait locus associated with host response to 
experimental infection with porcine reproductive and respiratory syndrome virus. Animal Genetics. 45: 
48-58. [4] 

A.26. Kim, J.J. and J.C.M. Dekkers. 2013. A Least Squares Regression Model to Detect Quantitative Trait Loci 
with Polar Overdominance in a Cross of Outbred Breeds: Simulation. Asian-Austr. J. Anim. Sci. 26: 
1536-1544 

A.27. Cheng, Y., S. Rachagani, A. Canovas, M.S. Mayes, G. Tait, J.C.M. Dekkers and J.M. Reecy. 2013. Body 
composition and gene expression QTL mapping in mice reveals imprinting and interaction effects. BMC 
Genetics 14:103. [3] 

A.28. Wolc, A., J. Arango, T. Jankowski, P. Settar, J.E. Fulton, N.P. O’Sullivan, R. Fernando, D.J. Garrick and 
J.C.M Dekkers.  2013.  Genome-wide association study for Marek’s disease mortality in layer chickens.  
Avian Diseases 57:395-400. [4] 
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A.29. Onteru, S.K., D.M. Gorbach, J.M. Young, D.J. Garrick, J. Dekkers, and M.F. Rothschild. 2013. Whole 
Genome Association Studies of Residual Feed Intake and Related Traits in the Pig. PLOS One 8(6): 
e61756. [16] 

A.30. Nielsen, M. K., M. D. MacNeil, J. C. M. Dekkers, D. H. Crews, Jr., T. A. Rathje, R. M. Enns, and R. L. 
Weaber. 2013. Review: Life-cycle, total-industry genetic improvement of feed efficiency in beef cattle: 
Blueprint for the Beef Improvement Federation. Professional Animal Scientist. 2013;  29(6): p. 559-565. 
[1] 

A.31. Zeng, J., Toosi, A., Fernando, R.L., Dekkers, J.C.M., Garrick, D.J., 2013. Genomic selection of purebred 
animals for crossbred performance in the presence of dominant gene action. Genet. Sel. Evol. 45: 11. [20] 

A.32. Wang, C., Habier, D., Peiris, B.L., Wolc, A., Kranis, A., Watson, K.A., Avendano, S., Garrick, D.J., 
Fernando, R.L., Lamont, S.J., and Dekkers, J.C.M.. 2013. Accuracy of genomic prediction using an 
evenly spaced, low-density single nucleotide polymorphism panel in broiler chickens. Poultry Sci. 92: 
1712-1723. [6] 

A.33. Wolc, A., Arango, J., Settar, P., Fulton, J.E., O'Sullivan, N.P., Preisinger, R., Fernando, R., Garrick, D.J., 
Dekkers, J.C.M. 2013. Analysis of egg production in layer chickens using a random regression model 
with genomic relationships. Poultry Sci. 92: 1486-1491. [4] 

A.34. Wolc, A., J. Arango, T. Jankowski, P. Settar, J.E. Fulton, N.P. O’Sullivan, R. Fernando, D.J. Garrick and 
J.C.M Dekkers.  2013.  Pedigree and genomic analyses of feed consumption, feed conversion ratio and 
residual feed intake in laying hens.  Poultry Science 92:2270-2275. [3]    

A.35. Grubbs, J.K., Fritchen, A.N., Huff-Lonergan, E., Dekkers, J.C.M., Gabler, N.K., Lonergan, S.M. 2013. 
Divergent genetic selection for residual feed intake impacts mitochondria reactive oxygen species 
production in pigs. J. Anim. Sci. 91: 2133-2140. [10]  

A.36. Mani, V., Harris, A.J., Keating, A.,F., Weber, T.E., Dekkers, J.C.M., Gabler, N.K. 2013. Intestinal 
integrity, endotoxin transport and detoxification in pigs divergently selected for residual feed intake. J. 
Anim. Sci. 91: 2142-2150. [11]  

A.37. Cruzen SM, Harris AJ, Hollinger K, Punt RM, Grubbs JK, Selsby JT, Dekkers JC, Gabler NK, Lonergan 
SM, Huff-Lonergan E. 2013. Evidence of decreased muscle protein turnover in gilts selected for low 
residual feed intake. J. Animal Sci. 91:4007-4016. [10] 

A.38. Abell, C.E., Mabry, J.W., Dekkers, J.C.M., Stalder, K.J. 2013. Relationship between litters per sow per 
year sire breeding values and sire progeny means for farrowing rate, removal parity and lifetime born 
alive. J. Anim. Breed. Genet. 130: 64-71. [1] 

A.39. Harris, A. J., J. F. Patience, S. M. Lonergan, J. C. M. Dekkers and N. K. Gabler. 2012. Improved nutrient 
digestibility and retention partially explains feed efficiency gains in pigs selected for low residual feed 
intake. J Anim Sci 90: 164-166. [9] 

A.40. Rakhshandeh, A., J. C. M. Dekkers, B. J. Kerr, T. E. Weber, J. English and N. K. Gabler. 2012. Effect of 
immune system stimulation and divergent selection for residual feed intake on digestive capacity of the 
small intestine in growing pigs. J Anim Sci. 90 (Suppl. 4): 233-235. [9] 

A.41. Rowland R, Lunney JK, Dekkers JCM. 2012 Control of porcine reproductive and respiratory syndrome 
(PRRS) through genetic improvements in disease resistance and tolerance. Frontiers in Livestock 
Genomics. http://www.frontiersin.org/Livestock_Genomics/10.3389/fgene.2012.00260/ 

A.42. Schurink, A., A. Wolc, B.J. Ducro, K. Frankena, D.J. Garrick, J.C.M. Dekkers and J.A.M. van Arendonk. 
2012. Genome-wide association study of insect bite hypersensitivity in two horse populations in the 
Netherlands. Genetics Selection Evolution 44:31, doi:10.1186/1297-9686-44-31. [10] 

A.43. Wyatt, C.R, A.G. Cino Ozuna, R.R.R. Rowland, J. C. M. Dekkers, E.H. Waide, and C.K. Tuggle.  2013. 
Characterization of a naturally occurring Severe Combined Immunodeficiency in pigs. J. Immunology 
190:141.24. 
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A.44. Cino Ozuna, A.G., R.R.R. Rowland, J.C. Nietfeld, J.C.M. Dekkers, and C.R. Wyatt. 2013. Preliminary 
findings of a previously unrecognized porcine primary immunodeficiency disorder. Veterinary Pathology 
50: 144-146. [4] 

A.45. Spurlock, D. M.; Dekkers, J. C. M.; Fernando, R.; Koltes, D. A.; Wolc, A. 2012. Genetic parameters for 
energy balance, feed efficiency, and related traits in Holstein cattle. J. Dairy Sci. 95: 5393-5402. [20] 

A.46. Cai, W.; Kaiser, M. S.; Dekkers, J. C. M. 2012. Bayesian analysis of the effect of selection for residual 
feed intake on growth and feed intake curves in Yorkshire swine. J. Anim. Sci. 90: 127-141. [1] 

A.47. Wolc, A., J. Arango, P. Settar, J.E. Fulton, N.P. O’Sullivan, R. Preisinger, D. Habier, R. Fernando, D.J. 
Garrick, W.G. Hill and J.C.M. Dekkers. 2012. Genome-wide association analysis and genetic 
architecture of egg weight and egg uniformity in layer chickens. Animal Genetics 47: 87-96. [25] 

A.48. Basel, M.T., S. Balivada, A.P. Beck, M.A. Kerrigan, M.M. Pyle, J.C.M. Dekkers, C.R. Wyatt, R.R.R. 
Rowland, D.E. Anderson, S.H. Bossmann, and D.L. Troyer. 2012. Human Xenografts are not rejected in 
a naturally occurring immunodeficient porcine line: a human tumor model in pigs. BioResearch Open 
Access. 1: 63-68. [2] 

A.49. Dekkers, J.C.M., 2012. Application of genomics tools to animal breeding. Curr. Genomics 13: 207-212. 
[7] 

A.50. Piyasatian, N., R.L. Fernando, and J.C.M. Dekkers. 2012. QTL detection and marker-assisted composite 
line development. Livestock Sci. 143: 233-241. 

A.51. Powell, J. E., Kranis, A., Floyd, J., Dekkers, J. C. M., Knott, S. and Haley, C. S. 2012. Optimal use of 
regression models in genome-wide association studies. Animal Genetics, 43: 133–143. [5] 

A.52. Wolc, A., J. Arango, P. Settar, N.P. O’Sullivan, V.E. Olori, I.M.S. White, W.G. Hill, and J.C.M. 
Dekkers. 2012. Genetic parameters of egg defects and egg quality in layer chickens. Poultry Sci. 91: 
1292-1298. [9] 

A.53. Abell, C.E., J.W. Mabry, J.C.M. Dekkers, and K.J. Stalder. 2012. Genetic and phenotypic relationships 
among reproductive and post-weaning traits from a commercial swine breeding company. Livestock 
Science 145: 183-188. [3] 

A.54. Sun, X., Qu, L., Garrick, D.J., Dekkers, J.C.M., Fernando, R.L. 2012. A Fast EM Algorithm for BayesA-
Like Prediction of Genomic Breeding Values. PLOS ONE 7:11 [6] 

A.55. Qu, L., D. Nettleton, and J.C.M. Dekkers. 2012. A Hierarchical Semiparametric Model for Incorporating 
Intergene Information for Analysis of Genomic Data. Biometrics 68: 1168-1177. [1] 

A.56. Qu, L., D. Nettleton, and J.C.M. Dekkers. 2012. Improved estimation of the noncentrality parameter 
distribution from a large number of t-statistics, with applications to false discovery rate estimation in 
microarray data analysis. Biometrics 68: 1178-1187. [2] 

A.57. Boddicker N, Waide EH, Rowland, RR, Lunney JK, Garrick DJ, Reecy JM, and Dekkers JCM. 2012. 
Evidence for a major QTL associated with host response to PPRS virus challenge. J. Anim.Sci, 90:1733-
1746 [41] 

A.58. Saatchi, M., M.C. McClure, S.D. McKay, M.M. Rolf, J.W. Kim, J.E. Decker, T.M. Taxis, R.H. Chapple, 
H.R. Ramey, S.L. Northcutt, S. Bauck, B. Woodward, J.C.M. Dekkers, R.L. Fernando, R.D. Schnable, 
D.J. Garrick, and J.F. Taylor. 2011. Accuracies of genomic breeding values in American Angus beef 
cattle using K-means clustering for cross-validation. Genet. Sel. Evol. 43:40. [55] 

A.59. Cai, W, M.S. Kaiser, and J.C.M. Dekkers. 2011. Genetic analysis of longitudinal measurements of 
performance traits in selection lines for residual feed intake in Yorkshire swine. J. Anim. Sci. 89: 1270-
1280. [3] 

A.60. Uthe, J.J., Qu, L., Couture, O., Bearson, S.M.D., O’Connor, A.M., McKean, J.D., Nettleton, D., Torres, 
Y.R, Dekkers, J.C.M.,Nettleton, D., Tuggle, C.K. 2011 Use of bioinformatic SNP predictions in 
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differentially expressed genes to find SNPs associated with Salmonella colonization in swine. J. Anim. 
Breed. Genet. 128: 354-365. [6] 

A.61. Wolc, A., J. Arango, P. Settar, J.E. Fulton, N.P. O’Sullivan, R. Preisinger, D. Habier, R. Fernando, D.J. 
Garrick, J.C.M. Dekkers. 2011. Persistence of accuracy of genomic estimated breeding values over 
generations in layer chickens. Genet. Sel. Evol. 43:23 DOI: 10.1186/1297-9686-43-23. [28] 

A.62. Boddicker, N., N.K. Gabler, M.E. Spurlock, D. Nettleton and J.C.M. Dekkers. 2011. Effects of ad 
libitum and restricted feed intake on early production performance and body composition of Yorkshire 
pigs selected for reduced residual feed intake. Animal 5: 1344-1353. [11] 

A.63. Cheng Y., S. Rachigani, J.C.M. Dekkers, M.S. Mayes, R. Tait, et al. 2011. Mapping genetic loci that 
interact with myostatin to affect growth traits. Heredity 107: 565-573. [2]  

A.64. Peiris, L., Ralph, J., Lamont, S.J. and Dekkers, J.C. 2011. Predicting allele frequencies in DNA pools 
using high density SNP genotyping data. Animal Genetics 42: 113-116. [5] 

A.65. Cai, W., H. Wu, and J.C.M. Dekkers. 2011. Longitudinal analysis of body weight and feed intake in 
selection lines for residual feed intake in pigs. Asian-Aust. J. Anim. Sci. 24: 17-27 [4] 

A.66. Uthe, J.J., Bearson, S.M.D., Dekkers, J.C.M., Qu, L., Nettleton, D., Rodriguez Torres, Y., O’Connor, 
A.M., McKean, J.D., Tuggle, C.K. 2011. Integrating comparative expression profiling data with 
association of SNPs to salmonella shedding for improved food safety and porcine disease resistance. 
Animal Genetics 42: 521-534. [8] 

A.67. Wolc, A., C. Stricker, J. Arango, P. Settar, J.E. Fulton, N.P. O’Sullivan, D. Habier, R. Fernando, D.J. 
Garrick, S.J. Lamont, J.C.M. Dekkers. 2011. Breeding value prediction for production traits in layers 
using pedigree or genomic relationships in a reduced animal model. Genet. Sel. Evol. 43:5 [44] 

A.68. Wolc, A., J. Arango, P. Settar, N.P. O’Sullivan, J.C.M. Dekkers. 2011. Evaluation of egg production in 
layers using random regression models. Poultry Sci. 90: 30-34 [4] 

A.69. Boddicker, N., N.K. Gabler, M.E. Spurlock, D. Nettleton and J.C.M. Dekkers. 2011. Effects of ad libitum 
and restricted feed intake on growth performance and body composition of Yorkshire pigs selected for 
reduced residual feed intake. J. Anim. Sci. 89: 40-51 [16] 

A.70. Sadler, L.J., A.K. Johnson, S.M. Lonergan, D. Nettleton, and J.C.M. Dekkers. 2011. The effect of selection 
for residual feed intake on general behavioral activity and the occurrence of lesions in Yorkshire gilts. J 
Anim. Sci. 89: 258-266. [10] 

A.71. Smith, R. M., N.K., Gabler, J.M., Young, W., Cai, N.J., Boddicker, Anderson, M.J., Huff-Lonergan, E., J.C., 
Dekkers, and S.M., Lonergan. 2011.  Effects of selection for decreased residual feed intake on composition 
and quality of fresh pork. J Anim. Sci. 89: 192-200. [17] 

A.72. Young, J. M., W. Cai, and J.C.M. Dekkers. 2011. Effect of selection for residual feed intake on feeding 
behavior and daily feed intake patterns in Yorkshire swine. J Anim. Sci. 89: 639-647. [19] 

A.73. Dekkers, J.C.M. 2010. Use of high-density marker genotyping for genetic improvement of livestock by 
genomic selection. CAB Reviews: Perspectives in Agriculture, Veterinary Science, Nutrition and Natural 
Resources, 2010, 5, 037, 1-13. [3] 

A.74. Qu, L., D. Nettleton , J.C.M. Dekkers, N. Bacciu. 2010. Variance model selection with application to joint 
analysis of multiple microarray datasets under false discovery rate control. Statistics&Its Interface. 3:477–
492. [2] 

A.75. He, W., R.L. Fernando, J.C.M. Dekkers, and H. Gilbert. 2010. A gene frequency model for QTL mapping 
using Bayesian inference. Genet. Sel. Evol. 42: 21 [4] 

A.76. Barb, C.R., G.J. Hausman, R. Rekaya, C.A. Lents, S. Lkhagvadorj, L. Qu, W. Cai, O. P. Couture, L.L. 
Anderson, J.C.M. Dekkers, and C.K. Tuggle. 2010. Gene expression in hypothalamus, liver, and adipose 
tissues and food intake response to melanocortin-4 receptor agonist in pigs expressing melanocortin-4 
receptor mutations. Physiol. Genomics 41: 254-268  [5] 
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A.77. Bunter, K.L., W. Cai, D.J. Johnston, and J.C.M. Dekkers. 2010. Selection to lower residual feed intake in 
pigs produces a correlated response in juvenile insulin-like growth factor-I (IGF-1) concentration. J. 
Anim. Sci. 88: 1973-1981 [12] 

A.78. Fan, B., S. Lkhagvadorj, W. Cai, J. Young, R. M. Smith, J.C.M. Dekkers, E. Huff-Lonergan, S.M. 
Lonergan, M.F. Rothschild. 2010. Identification of genetic markers associated with residual feed intake 
and meat quality traits in the pig. Meat Science 4: 645-650 [40] 

A.79. Toosi, A., R.L. Fernando, and J.C.M. Dekkers. 2010. Genomic Selection in admixed and crossbred 
populations. J. Anim. Sci. 88: 32-46. [74] 

A.80. Couture, O., K. Callenberg, N. Koul, S. Pandit, R. Younes, Z.-L. Hu, J. Dekkers, J.M. Reecy, V. 
Honavar, C.K. Tuggle. 2009. ANEXdb: An Integrated Animal ANnotation and Microarray EXpression 
Database. Mammalian Genome 20: 768-777 [22] 

A.81. Lkhagvadorj, S., L. Qu, W. Cai, O.P. Couture, C.R. Barb, G.J. Hausman, D. Nettleton, L.L. Anderson, 
J.C.M. Dekkers, C.K. Tuggle. 2009. Gene expression profiling of the short-term adaptive response to 
acute caloric restriction in liver and adipose tissues of pigs differing in feed efficiency. American Journal 
of Physiology - Regulatory, Integrative and Comparative Physiology 298: R494-R507 [25] 

A.82. Alexander, L.S., A. Qu, S. A. Cutler, A. Mahajan, M. F. Rothschild, W. Cai, J. C. Dekkers, and C. H. 
Stahl. 2009. A calcitonin receptor (CALCR) single nucleotide polymorphism is associated with growth 
performance and bone integrity in response to dietary phosphorus deficiency. J. Anim.Sci. 87:868-875 [5] 

A.83. Habier, D., R.L Fernando, and J.C.M. Dekkers. 2009. Genomic selection using low-density marker 
panels. Genetics 182: 343-353 [109] 

A.84. Zhong, S.Q., J.C.M. Dekkers, R.L. Fernando, and J.L. Jannink. 2009. Factors affecting accuracy from 
genomic selection in populations derived from multiple inbred lines: a barley case study. Genetics 182: 
355-364 [115] 

A.85. Pyiasatian, N., R.L. Fernando, and J.C.M. Dekkers. 2009. Models for marker-assisted genetic evaluation 
with multiple QTL in a crossbred population. Livestock Sci. 125: 141-148. [1] 

A.86. Lkhagvadorj, S., L. Qu, W. Cai, O.P. Couture, C.R. Barb, G.J. Hausman, D. Nettleton, L.L. Anderson, 
J.C.M. Dekkers, C.K. Tuggle. 2009. Microarray gene expression profiles of fasting induced changes in 
liver and adipose tissues of pigs expressing the melanocortin-4 receptor D298N variant. Physiological 
Genomics 38: 98-111. [24] 

A.87. Coster, A., H.C.M. Heuven, R.L. Fernando, and J.C.M. Dekkers. 2009. Haplotype inference in crossbred 
populations without pedigree information. Genetics Selection Evolution. 41: 40. [1] 

A.88. Heifetz, E.M., J.E. Fulton, N.P. O'Sullivan, J.A. Arthur, H. Cheng, J. Wang, M. Soller, and J.C.M. 
Dekkers. 2009. Mapping QTL affecting resistance to Marek's disease in an F6 advanced intercross 
population of commercial layer chickens. BMC Genomics 10:20 [12] 

A.89. Ibanez-Escriche, N., R.L. Fernando, A. Toosi, and J.C.M. Dekkers. 2009. Genomic selection of 
purebreds for crossbred performance. Genet. Select. Evol. 41:12 [67] 

A.90. Wang, Y., O.P Couture, L. Qu, J.J. Uthe, S.M.D. Bearson, D. Kuhar, J.K. Lunney, D. Nettleton, J.C.M. 
Dekkers, and C.K. Tuggle. 2008. Analysis of Porcine Transcriptional Response to Salmonella enterica 
serovar Choleraesuis suggests novel targets of NFkappaB are activated in the Mesenteric Lymph Node. 
BMC Genomics 9:437 [32] 

A.91. Hassen, A., S. Avendano, W.G. Hill, R.L. Fernando, S.J. Lamont, and J.C.M. Dekkers. 2008. The effect 
of heritability estimates on high-density SNP analyses with related animals. J. Anim. Sci. 87: 868-875 [5]  

A.92. Tuggle, C.K., Y.F. Wang, O.P. Couture, L. Qu, J.J. Uthe, D. Kuhar, J.K. Lunney, D. Nettleton, J.C. 
Dekkers, S.M. Bearson. 2008. Computational integration of structural and functional genomics data 
across species to develop information on the porcine inflammatory gene regulatory pathway. 
Developments in Biologicals (Basel). 132: 105-113 [3]  
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A.93. Hasenstein, J.R., Hassen, A.T., Dekkers, J.C.M., Lamont, S.J. 2008. High Resolution, Advanced 
Intercross Mapping of Host Resistance to Salmonella Colonization. Developments in Biologicals (Basel). 
132: 213-218. [6] 

A.94. Li, Y., H.N. Kadarmideen, and J.C.M. Dekkers. 2008. Selection on Multiple QTL with Control of Gene 
Diversity and Inbreeding for Long-term Benefit. J. Anim. Breed. Genet. 125: 320-329 [8] 

A.95. Pyiasatian, N., R.L. Fernando, and J.C.M. Dekkers. 2008. Introgressing multiple QTL in breeding 
programs of limited size. J. Anim. Breed. Genet. 125: 50-56 [6] 

A.96. Cai, W., D.S. Casey, and J.C.M. Dekkers. 2008. Selection response and genetic parameters for residual 
feed intake in Yorkshire swine. J. Anim. Sci. 86:287-298 [76] 

A.97. Fernando, R.L., D. Habier, C. Stricker, J.C.M. Dekkers, L.R. Totir. 2007. Genomic selection. Acta Agric. 
Scand. Section A. 57: 192-195 [24] 

A.98. Wang, Y. L. Qu, J.J. Uthe, S.M. Bearson, D. Kuhar, J.K. Lunney, O.P. Couture, D. Nettleton, J.C.M. 
Dekkers, and C.K. Tuggle. 2007. Global transcriptional response of porcine mesenteric lymph nodes to 
Salmonella enterica serovar Typhimurium. Genomics 90:72-84 [32] 

A.99. Andreescu, C., S. Avendano, S. Brown, A. Hassen, S.J. Lamont, and J.C.M. Dekkers. 2007. Linkage 
disequilibrium in related breeding lines of chickens. Genetics 177: 2161–2169 [49] 

A.100. Habier, D., R.L. Fernando, J.C.M. Dekkers. 2007. The impact of relationship information genome-
assisted breeding values. Genetics 177: 2389–2397 [331] 

A.101. Heifetz, E.M., J.E. Fulton, N.P. O'Sullivan, J.A. Arthur, J. Wang, J.C.M. Dekkers, and M. Soller. 2007. 
Mapping quantitative trait loci affecting susceptibility to Marek's disease virus in a backcross population 
of layer chickens. Genetics 177: 2417–2431. [13] 

A.102. Dekkers, J.C.M. 2007. Prediction of response to marker-assisted and genomic selection using selection 
index theory. J. Anim. Breed. Genet. 124: 331-341 [109] 

A.103. Wang, J., K. Koehler, and J.C.M. Dekkers. 2007. Interval mapping of quantitative trait loci with  
selective DNA pooling data. Genetics Selection Evolution 39: 685-709 [9] 

A.104. Pyiasatian, N., R.L. Fernando, and J.C.M. Dekkers. 2007. Genomic selection for marker-assisted 
improvement in line crosses. Theor. Appl. Genet. 115: 665-674. [24] 

A.105. Dekkers, J.C.M. 2007. Marker-assisted selection for commercial crossbred performance. J. Animal Sci. 
85: 2104-2114 [40] 

A.106. Zhang, W., A. Carriquiry, D. Nettleton, and J.C.M. Dekkers. 2007. Pooling mRNA in microarray 
experiments and its effect on power. Bioinformatics 23: 1217-1224 [26] 

A.107. Zhao, H.H., D. Nettleton, and J.C.M. Dekkers. 2007. Evaluation of linkage disequilibrium measures 
between multi-allelic markers as predictors of linkage disequilibrium between single nucleotide 
polymorphisms. Genetical Research 89: 1-6. [35] 

A.108. Ewald, S.J., X. Ye, S. Avendano, S. McLeod, S.J. Lamont, S.J. and J.C.M. Dekkers. 2007. Associations 
of BF2 Alleles with antibody titers and production traits in commercial pure line broiler chickens. Animal 
Genetics 38: 174-176. [7] 

A.109. Livant, E.J., S. Avendano, S. McLeod, X. Ye., S.J. Lamont, J.C.M. Dekkers, and S.J. Ewald. 2007. Mx 
gene exon 13 polymorphisms in broiler breeder chickens and associations with commercial traits.  Animal 
Genetics 38: 177-179. [13] 

A.110. Zhao, H.H., R.L. Fernando, and J.C.M. Dekkers. 2007. Power and precision of alternate methods for 
linkage disequilibrium mapping of QTL. Genetics: 175: 1975-1986. [48] 

A.111. Ye, X. S.R. Brown, K. Nones, L.L. Coutinho, J.C.M. Dekkers, and S.J. Lamont. 2007. Associations of 
myostatin gene polymorphisms with performance and mortality traits in broiler chickens. Genet. Sel. 
Evol. 39: 73-89. [18] 
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A.112. Abasht, B., J.C.M. Dekkers, and S.J. Lamont. 2006. Review of quantitative trait loci identified in the 
chicken. Poultry Sci. 85: 2079-2096. [89] 

A.113. Soller, M., S. Weigend, M.N. Romanov, J.C.M. Dekkers, and S.J. Lamont. 2006. Strategies to Assess 
Structural Variation in the Chicken Genome and its Associations with Biodiversity and Biological 
Performance.  Poultry Sci. 85: 2061-2078. [29] 

A.114. McElroy, J.P., W. Zhang, K.J. Koehler, S.J. Lamont, and J.C.M. Dekkers. 2006. Comparison of methods 
for analysis of selective genotyping survival data. Genet. Sel. Evol. 38: 637-655. [9]  

A.115. Ye, X., S. Avendano, D. J.C.M. Dekkers, and S. J. Lamont. 2006. Association of twelve immune-related 
genes with performance of three broiler lines in two different hygiene environments. Poultry Sci. 85: 
1555-1569. [22] 

A.116. Ye, X., S. McLeod, D. Elfick, J.C. Dekkers, and S.J. Lamont. 2006. Rapid Identification of Single 
Nucleotide Polymorphisms and Estimation of Allele Frequencies Using Sequence Traces from DNA 
Pools. Poultry Sci. 85: 1165-1168. [5] 

A.117. McElroy, J.P., J.-J. Kim, D.E. Harry, S.R. Brown, J.C.M. Dekkers, and S.J. Lamont. 2006 Identification 
of Trait Loci Affecting White Meat Percentage and Other Growth and Carcass Traits in Commercial 
Broiler Chickens. Poultry Sci. 85:593-605 [38] 

A.118. Grapes, L., M. Z. Firat, J.C.M. Dekkers, M.F. Rothschild, and R.L. Fernando. 2006. Optimal haplotype 
structure for linkage disequilibrium-based fine mapping of quantitative trait loci using identity-by-
descent. Genetics 172: 1955-1965. [27] 

A.119. McElroy, J.P., J.C.M. Dekkers, J.E. Fulton, N.P. O’Sullivan, M. Soller, E. Lipkin, W. Zhang, K.J. 
Koehler, S.J. Lamont, and H.H. Cheng. 2006. Microsatellite markers associated with resistance to 
Marek’s disease in commercial layer chickens. Poultry Sci. 84:1678-1688 [23] 

A.120. Tuggle, C.K., J.C.M. Dekkers, and J.M. Reecy. 2006. Integration of structural and functional genomics. 
Animal Genetics 37 Supplement 1:1-6 [7] 

A.121. Zhao, H., D. Nettleton, M. Soller, and J. C. M. Dekkers. 2005. Evaluation of linkage disequilibrium 
measures between multi-allelic markers as predictors of linkage disequilibrium between markers and 
QTL. Genet. Res. Camb. 86: 77-87 [63] 

A.122. Heifetz, E. M.,  J. E. Fulton, N. O'Sullivan, H. Zhao, J. C. M. Dekkers, and M. Soller. 2005. Extent and 
consistency across generations of linkage disequilibrium in commercial layer chicken breeding 
populations. Genetics 171: 1173-1181 [49] 

A.123. Kim, J.J., H.H. Zhao, H. Thomsen, M.F. Rothschild, and J.C.M. Dekkers. 2005. Combined line-cross and 
half-sib QTL analysis of crosses between outbred lines. Genet. Res. Camb. 85: 235-248 [33] 

A.124. Khatib, H., E. Heifetz, and J. C. M. Dekkers. 2005. Association of the Protease Inhibitor Gene with 
Production Traits in Holstein Dairy Cattle. J. Dairy Sci. 88: 1208-1213 [25] 

A.125. Kim, J.-J., M.F. Rothschild, J. Beever, S. Rodriguez-Zas, and J.C.M. Dekkers. 2005. Joint analysis of 
two breed cross populations in pigs to improve detection and characterization of quantitative trait loci. J. 
Anim Sci. 83: 1229-1240 [27] 

A.126. Casey, D.S., H.S. Stern, and J.C.M. Dekkers. 2005. Identifying errors and factors associated with errors 
in data from electronic swine feeders. J. Anim. Sci. 83: 969-982 [17] 

A.127. Kim, K.-S., H. Thomsen, J. Bastiaansen, N.T. Nguyen, J.C.M. Dekkers, G.S. Plastow, and M.F. 
Rothschild. 2004. Investigation of obesity candidate genes on porcine fat deposition quantitative trait loci 
regions. Obesity Research 12:1981–1994 [43] 

A.128. Villanueva, B., J.C.M. Dekkers, J. A. Woolliams, and P. Settar. 2004. Maximizing genetic gain over multiple 
generations with quantitative trait locus selection and control of inbreeding. J. Anim Sci. 82: 1305-1314 [14] 

A.129. Kim, K.S., J. J. Kim, J. C. M. Dekkers and M. F. Rothschild. 2004. Polar overdominant inheritance of a 
DLK1 polymorphism is associated with growth and fatness in pigs. Mamm. Genome 15:552-559 [40] 
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A.130. Ciobanu, D.C., J.W.M. Bastiaansen, S.M. Lonergan, H. Thomsen, J.C.M. Dekkers, G.S. Plastow, and 
M.F. Rothschild. 2004. New alleles in calpastatin gene are associated with meat quality traits in pigs. J. 
Animal Sci. 82:2829-2839 [94] 

A.131. Totir, L.R., R.L. Fernando, J.C.M. Dekkers, and S.A. Fernandez. 2004. A study on the minimum number 
of loci required for genetic evaluation using a finite locus model. Genet. Sel. Evol. 36 395-414. [2] 

A.132. Dekkers, J.C.M. 2004. Commercial application of marker- and gene-assisted selection in livestock: 
strategies and lessons. J. Anim. Sci. 82: E313-328E, http://jas.fass.org/content/82/13_suppl/E313.long 
[201] 

A.133. Thomsen, H., J. C. M. Dekkers, H. K. Lee, and M. F. Rothschild  2004. Characterization of quantitative 
trait loci for growth and meat quality in a cross between commercial breeds of swine J. Anim. Sci. 82: 
2213-2228 [77] 

A.134. Dekkers, J.C.M., and R. Chakraborty. 2004. Optimizing purebred selection for crossbred performance using 
QTL. Genet. Sel. Evol. 36: 297-324 [7] 

A.135. Grapes, L., J.C.M. Dekkers, M.F. Rothschild, and R.L. Fernando. 2004. Comparing linkage disequilibrium-
based methods for fine mapping quantitative trait loci. Genetics 166: 1561-1570 [58] 

A.136. Fernando, R.L., D. Nettleton, B.R. Southey, J.C.M. Dekkers, M.F. Rothschild, and M. Soller. 2004. 
Controlling the proportion of false positives in multiple dependent tests. Genetics 166: 611-619 [101] 

A.137. Totir, L.R., R.L. Fernando, J.C.M. Dekkers, S.A. Fernandez, and B. Guldbrandtsen. 2004. Effect of using 
approximate gametic variance covariance matrices on marker assisted selection by BLUP. Genet. Sel. Evol. 
36:29-48 [3] 

A.138. Totir, L.R., R.L. Fernando, J.C.M. Dekkers, S.A. Fernandez, and B Guldbrandtsen. 2003. A comparison of 
alternative methods to compute conditional genotype probabilities for genetic evaluation with finite locus 
models. Genet. Sel. Evol. 35:1-20 [6] 

A.139. Zhao, H., M. F. Rothschild, R.L. Fernando, and J.C.M. Dekkers. 2003. Tests of candidate genes in breed 
cross population for QTL mappping in livestock. Mammalian Genome 14: 472-482 [25] 

A.140. Chen, P., T.J. Baas, J.C.M. Dekkers, K.J. Koehler and J.W. Mabry J. 2003. Evaluation of strategies for 
selection for lean growth rate in pigs. J. Anim. Sci. 81:1150-1157 [8] 

A.141. Dekkers, J.C.M., and P. Settar. 2003. Long-term Selection with Known Quantitative Trait Loci. Plant 
Breeding Reviews. Wiley. Plant Breeding Reviews, Volume 24, Part 1, Long Term Selection: Maize. edited 
by Jules Janick. John Wiley&Sons, Inc. Pp: 311-336 (invited presentation) [1] 

A.142. Wagter, L.C., B.A. Mallard, B.N. Wilkie, K.E. Leslie, P.J. Boettcher, and J.C.M. Dekkers. 2003. The 
Relationship Between Milk Production and Antibody Response to Ovalbumin During the Peripartum Period. 
J. Dairy Sci.  86: 169-173 [10] 

A.143. Kulak, K., J. Wilton, G. Fox and J. Dekkers. 2003. Comparisons of economic values with and without risk 
for livestock trait improvement Livestock Production Science, 79: 183-191 [11] 

A.144. Chen, P., T.J. Baas, J.W. Mabry, K.J. Koehler, and J.C.M. Dekkers. 2003. Genetic parameters and trends for 
litter traits in U.S. Yorkshire, Duroc, Hampshire, and Landrace pigs. J. Animal Sci. 81:46-53 [42] 

A.145. Chen, P., T.J. Baas, J.W. Mabry, J.C.M. Dekkers, and K.J. Koehler, 2002. Genetic parameters and trends for 
lean growth rate and its components in U.S. Yorkshire, Duroc, Hampshire, and Landrace pigs. J. Animal Sci. 
80: 2062-2070 [45] 

A.146. Lee, H.K., J.C.M. Dekkers, M. Soller, M. Malek, R.L. Fernando, and M.F. Rothschild, 2002. Application of 
the false discovery rate to QTL interval mapping with multiple traits. Genetics 161: 905-914 [17] 

A.147. Chakraborty, R., L. Moreau, and J.C.M. Dekkers. 2002. A method to optimize selection on multiple 
identified quantitative trait loci. Genet. Sel. Evol. 34: 145-170 [16] 

A.148. Dekkers, J.C.M, R. Chakraborty, and L. Moreau. 2002. Optimal selection on two quantitative trait loci with 
linkage. Genet. Sel. Evol. 34 171-192 [9] 
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A.149. Huff-Lonergan E, T.J. Baas, M. Malek, J.C.M. Dekkers, K. Prusa, and M.F. Rothschild. 2002. Correlations 
among selected pork quality traits. J. Anim. Sci. 80: 617-627 [155] 

A.150. Luo, M. F., P. J. Boettcher, L. R. Schaeffer, and J.C.M. Dekkers. 2002. Estimation of genetic parameters 
of calving ease in first and second parities of Canadian Holsteins using Bayesian Methods. Livestock 
Production Science Livestock Production Science, 74: 175-184 [24] 

A.151. Dekkers, J.C.M., and F. Hospital. 2002. The use of molecular genetics in the genetic improvement of 
agricultural populations. Nature Reviews: Genetics 3: 22-32 [289] 

A.152. Dekkers J. C. M., and R. Chakraborty. 2001. Potential gain from optimizing multi-generation selection on an 
identified quantitative trait locus. J. Anim. Sci. 79:2975-2990 [14] 

A.153. Kadarmideen, H. N., and J. C.M. Dekkers. 2001. Generalized marker regression and interval QTL 
mapping methods for binary traits in half-sib family design. J. Anim. Breed. Genet. 118: 297-309 [12] 

A.154. Malek, M., J. C. M. Dekkers, H. K. Lee, T. J. Baas, and M. F. Rothschild. 2001.  A molecular genome 
scan analysis to identify chromosomal regions influencing economic traits in the pig. I. Growth and body 
composition. Mammalian Genome 12:630-636 [183] 

A.155. Malek, M., J. C. M. Dekkers, H. K. Lee, T. J. Baas, and M. F. Rothschild 2001. A molecular genome scan 
analysis to identify chromosomal regions influencing economic traits in the pig. II. Meat and muscle 
composition. Mammalian  Genome 12:637-645 [213] 

A.156. Chen, P., T. J. Baas, J. C. M. Dekkers, L. L. Christian. 2001. Selection for Lean Growth Rate and 
Correlated Responses in Litter Traits in a Synthetic Line of Yorkshire-Meishan Pigs. Can. J. Anim. Sci. 
81: 205-214 [7] 

A.157. Luo, M. F., P. J. Boettcher, L. R. Schaeffer, and J.C.M. Dekkers. 2001. Bayesian Inference for 
Categorical Traits with an Application to Variance Component Estimation. J. Dairy Sci. 84: 694-704 [51] 

A.158. Kadarmideen, H.N., L.L.G. Janss, and J.C.M. Dekkers. 2000. Power of QTL mapping for polygenic 
binary traits using generalized and regression interval mapping in multi-family half-sib designs. Genet. 
Res. 76:305-317 [27] 

A.159. Collard, B.L., P.J. Boettcher, J.C.M. Dekkers, D. Petitclerc, and L.R. Schaeffer. 2000. Relationships 
Between Energy Balance and Health Traits of Dairy Cattle in Early Lactation. J. Dairy Sci. 83: 2683-
2690 [144] 

A.160. Wagter, L.C., B.A. Mallard, B.N. Wilkie, K.E. Leslie, P.J. Boettcher, and J.C.M. Dekkers. 2000. A 
quantitative approach to classifying Holstein cows based on antibody responsiveness and its relationship 
to peripartum mastitis occurrence. J. Dairy Sci. 83:488-498 [54] 

A.161. Dekkers, J.C.M. 2000. Quantitative trait locus mapping based on selective DNA pooling. J. Anim. Breed. 
Genet. 117: 1-16 [9] 

A.162. Dekkers, J.C.M. 1999. Breeding values for identified quantitative trait loci under selection. Genet. Sel. 
Evol. 31: 421-436 [11] 

A.163. Kadarmideen, H.N., and J.C.M. Dekkers. 1999. Regression on markers with uncertain allele transmission 
for QTL mapping in half-sib designs. Genet., Selection, Evolution. 31: 437-455 [8] 

A.164. Parke, Jr., P., B.W. Kennedy, J.C.M. Dekkers, R.K. Moore, and L. Jairath. 1999. Genetic and phenotypic 
parameter estimates between production, feed intake, feed efficiency, body weight and linear type traits in 
first lactation Holsteins. Can. J. Anim. Sci. 79: 425–431 [7] 

A.165. Boettcher, P. J., L. K. Jairath, and  J.C.M. Dekkers. 1999. Comparison of methods for genetic evaluation of 
sires for survival of their daughters in the first Three Lactations J. Dairy Sci. 82:1034-1044 [37] 

A.166. Luo, M. F., P. J. Boettcher, J.C.M. Dekkers, and L. R. Schaeffer. 1999. Bayesian analysis for estimation of 
genetic parameters of calving ease and stillbirth for Canadian Holsteins. J. Dairy Sci. 82: 1848 (On-line) [31]  
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A.167. Van Dorp, R.T.E., S.W. Martin, M.M. Shoukri, J.P.T.M. Noordhuizen, and J.C.M. Dekkers. 1999. An 
epidemiologic study of disease in 32 registered dairy herds in British Columbia, Canada. Can. J. Vet. 
Research 63: 185-192 [33] 

A.168. Sharif S., B.A. Mallard, B.N. Wilkie, J.M. Sargeant, H.M. Scott, J.C.M. Dekkers, and K.E. Leslie. 1999. 
Associations of the bovine major histocompatibility complex DRB3 (BoLA-DRB3) with production traits in 
Canadian dairy cattle. Anim Genet. 30(2):157-60 [28] 

A.169. Van Dorp, T.E., J.C.M. Dekkers, S.W. Martin, and J.P.T.M. Noordhuizen. 1998. Genetic parameters of 
health disorders, and relationships with 305-day milk yield and conformation traits of registered Holstein 
cows. J. Dairy Sci. 81:2264-2270 [95] 

A.170. Mathevon, M., M.M. Buhr, and J.C.M. Dekkers. 1998. Environmental, management and genetic factors 
affecting semen production in Holstein bulls. J. Dairy Sci. 81:3321-3330 [69] 

A.171. Sivanadian, B., M.M. Lohuis, and J.C.M. Dekkers. 1998. Expected genetic responses from selection indexes 
for Canadian dairy cattle under present and future milk pricing systems. Can. J. Anim. Sci. 78:157-166 [2] 

A.172. Dekkers, J.C.M., and J.A.M. van Arendonk. 1998. Optimum selection for quantitative traits with 
information on an identified locus in outbred populations. Genetical Research 71: 257-275 [51] 

A.173. Sharif, S. B.A. Mallard, B.N. Wilkie, J.M. Sargeant, H.M. Scott, J.C.M. Dekkers, and K.E. Leslie. 1998. 
Associations of the bovine major histocompatibility complex DRB3 (BoLA-DRB3) alleles with occurrence 
of disease and milk somatic cell score in Canadian dairy cattle. Animal Genetics 29: 185-193 [116] 

A.174. Boettcher, P.J., J.C.M. Dekkers, and B.W. Kolstad. 1998. Development of an udder health index for sire 
se-lection based on SSC, udder conformation and milking speed. J. Dairy Sci.81:1157-1168 [86] 

A.175. Dekkers, J.C.M., and J.P. Gibson. 1998. Applying breeding objectives to dairy cattle improvement. J. Dairy 
Sci. 81(2):19-35 (Invited presentation) [25] 

A.176. Mathevon, M., J.C.M. Dekkers, and M.M. Buhr. 1998. Environmental, management and genetic factors 
affecting semen production in French Montbeliard bulls. Livest. Prod. Sci. 55: 65-77 [8] 

A.177. Boettcher, P.J., J.C.M. Dekkers, L.D. Warnick, and S.J. Wells. 1998. Genetic Analysis of Clinical 
Lameness in Dairy Cattle. J. Dairy Sci. 81:1148-1156 [59] 

A.178. Jairath, L., J.C.M. Dekkers, L.R. Schaeffer, Z. Liu, E.B. Burnside, and B. Kolstad. 1998. Genetic evaluation 
for herd life in Canada. J. Dairy Sci. 81:550-562 [80] 

A.179. Dekkers, J.C.M., J.H. ten Hag, and A. Weersink. 1998. Economic aspects of persistency of lactation in dairy 
cattle. Livest. Prod. Sci. 53:237-252 [84] 

A.180. Mallard, B.A., J.C.M. Dekkers, M.J. Ireland, K.E. Leslie, S. Sharif, C. Lacey Vankampen, L.Wagter, and 
B.N. Wilkie. 1998. Alteration in immune responsiveness during the peripartum period and its ramification on 
dairy cow and calf health. J. Dairy Sci. 81:585-595 [203] 

A.181. Liu, Z., and J.C.M. Dekkers. 1998. Least squares interval mapping of quantitative trait loci under the 
infinitesimal genetic model in outbred population. Genetics 148:495-505 [14] 

A.182. Plaizier, J.C.B., King, G.J., Dekkers, J.C.M. and Lissemore, K., 1998. Modelling the relationship between 
reproductive performance and net-revenue in dairy herds. Agric. Systems 56:305-322 [13]  

A.183. Boettcher, P.J., L.K. Jairath, K.R. Koots and J.C.M. Dekkers. 1997. Effects of interactions between type and 
milk production on survival traits of Canadian Holsteins, J. Dairy Sci. 80:2984-2995 [24] 

A.184. Mallard, B.A., L.C. Wagter, M.J. Ireland, and J.C.M. Dekkers. 1997. Effects of growth hormone, insulin-like 
growth factor I, and cortisol on periparturient antibody response profiles of dairy cattle. Vet. Immunol. 
Immunopath. 60:61 [42] 

A.185. Kulak, K.K., J.C.M. Dekkers, A.J. McAllister, and A.J. Lee. 1997. Lifetime profitability measures for dairy 
cows and their relationships to lifetime performance traits. Can. J. Anim. Sci. 77: 609-616 [6] 

A.186. Kulak, K.K., J.C.M. Dekkers, A.J. McAllister, and A.J. Lee. 1997. Relationships of early performance traits 
to lifetime profitability in Holstein cows. Can. J. Anim. Sci. 77: 617-624 [2] 
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A.187. Plaizier, J.C.B., King, G.J., Dekkers, J.C.M. and Lissemore, K., 1997. Estimation of Economic Values of 
Indices for Reproductive Performance in Ontario Dairy Herds using Computer Simulation. J. Dairy Sci. 
80:2775-2783 [64] 

A.188. Plaizier, J.C.B., King, G.J., Dekkers, J.C.M. and Lissemore, K., 1997. Economic Comparison of Rebreeding 
Policies using Computer Simulation in Ontario dairy herds. Can. J. Anim. Sci.. 77: 585-592. 

A.189. Jamrozik, J., Kistemaker, G.J., Dekkers, J.C.M., and Schaeffer, L.R., 1997. Comparison of possible co-
variates for use in a random regression model for analyses of test day yields. J. Dairy Sci. 80:2550-2556 [66] 

A.190. Jamrozik, J., L.R. Schaeffer, and J.C.M. Dekkers. 1997. Genetic evaluation of dairy cattle using test day 
yields and a random regression model. J. Dairy Sci. 80:1217-1226 [128] 

A.191. Uimari, P., S. Kemp, J.C.M. Dekkers, A. Teale, and B.W. Kennedy. 1997. Sensitivity of segregation analysis 
to data structure and transformation: a case study of trypanotolerance in mice. Heredity 78:424-432 [2] 

A.192. Dekkers, J.C.M., G.E. VanderVoort, and E.B. Burnside. 1996. Optimal size of progeny groups for progeny-
testing programs by artificial insemination firms. J. Dairy Sci. 79:2056-2070 [18] 

A.193. Uimari, P., B.W. Kennedy and J.C.M. Dekkers.  1996.  Power and sensitivity of some simple tests for 
detection of major genes in outbred populations.  J. Anim. Breed. Genet. 113:17-28 [3] 

A.194. Uimari, P., J.C.M. Dekkers, and B.W. Kennedy. 1996. Power and parameter estimation of complex 
segregatio analysis under a finite locus model. Genet. Sel. Evol. 28:345-358 [3] 

A.195. Dekkers, J.C.M., T. van Erp and Y.H. Schukken.  1996.  Economic benefits of reducing somatic cell count 
under Ontario's milk quality program.  J. Dairy Sci. 79:396-401 [23] 

A.196. Dekkers, J.C.M.. 1995. Genetic improvement of dairy cattle for profitability. Pp.307-327 in: Animal Science 
Research and Development: Moving Toward a New Century (M. Ivan, ed.) CFAR, Agric. Agri-Food 
Canada, Ottawa (invited presentation). (not listed in ISI) 

A.197. Reents, R., J. Jamrozik, L.R. Schaeffer and J.C.M. Dekkers.  1995.  Estimation of genetic parameters for test 
day somatic cell score.  J. Dairy Sci. 78:2847-2857 [78] 

A.198. Reents, R., J.C.M. Dekkers and L.R. Schaeffer.  1995.  Genetic evaluation for somatic cell score with a 
multiple lactation test day model.  J. Dairy Sci. 78:2858-2870 [53] 

A.199. Dekkers, J.C.M., P.V. Birke and J.P. Gibson.  1995.  Optimum linear selection indexes for multiple 
generation objectives with non-linear profit functions. Animal Science 65:165-175 [15] 

A.200. Mallard, B.A., K.E. Leslie, J.C.M. Dekkers, R. Hedge, M. Bauman & M.J. Stear. 1995. Differences in 
bovine lymphocyte antigen associations between immune responsiveness and risk of disease following 
intramammary infection with Staphylococcus aureus. J Dairy Sci. 78: 1937-1944 [21] 

A.201. Miglior, F., E. Burnside and J.C.M. Dekkers. 1995. Non-additive genetic effects and inbreeding depression 
for somatic cell counts of Holstein cattle. J. Dairy Sci. 78:1168-1173 [25] 

A.202. Lund, T., F. Miglior, J.C.M. Dekkers and E.B. Burnside.  1994.  Genetic relationships between clinical 
mastitis, somatic cell count, and udder conformation in Danish Holsteins.  Livest. Prod. Sci. 39:243-251 [81] 

A.203. Dekkers, J.C.M. 1994. Optimum breeding strategies for calving ease. J. Dairy Sci. 77:3341-3453 [38] 
A.204. Dekkers, J.C.M., L.K. Jairath, and B.H. Lawrence. 1994. Relationships between sire genetic evaluations for 

conformation and functional herd life of daughters. J. Dairy Sci. 77:844-854 [38] 
A.205. Koots, K.R., K.M. Wade, B.W. Kennedy, J.C.M. Dekkers, G.C. Smith and E.B. Burnside.  1994.  Method 

and effect of adjustment for heterogeneous within-herd variance on Holstein conformation evaluations.  J. 
Dairy Science 77:294-302 [8] 

A.206. Dekkers, J.C.M., B.A. Mallard and K.E. Leslie.  1994.  Symposium on genetic improvement of resistance to 
mastitis in dairy cattle with special emphasis on somatic cell count.  J. Dairy Sci. 77:616-618 [4] 

A.207. Schukken, Y.H., B.A. Mallard, J.C.M. Dekkers, K.E. Leslie and M.J. Stear.  1994.  Genetic impact on the 
risk of intramammary infection after S.Aureus challenge.  J. Dairy Sci. 77:639-647 [55] 
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A.208. Zhang, W.C., J.C.M. Dekkers, G. Banos and E.B. Burnside.  1994.  Adjustment factors and genetic 
evaluation for somatic cell score and relationships with other traits in Canadian Holsteins.  J. Dairy Sci. 
77:659-665 [41] 

A.209. Lohuis, M.M., C. Smith and J.C.M. Dekkers.  1994.  MOET results from a dispersed hybrid nucleus 
program in dairy cattle.  Anim. Prod. 57:369-378 [18] 

A.210. Dekkers, J.C.M. 1993. Theoretical aspects of genetic parameters of herd life.  J.Dairy Sci. 76:1433-1443 [38] 
A.211. Lohuis, M.M, J.C.M. Dekkers and C. Smith.  1992.  Probability of success of AI sires in progeny testing 

programs.  J. Dairy Sci.  75:1660-1671 [3] 
A.212. Koopman, J.N.M., C. Smith and J.C.M. Dekkers.  1992.  Effect of bull sire selection on competitiveness of 

dairy AI studs.  Livest. Prod. Sci.  35:295-307. 
A.213. Dekkers, J.C.M.  1992.  Structure of breeding programs to capitalize on reproductive technologies for 

genetic improvement.  J. Dairy Sci.  75:2880-2891 (invited presentation) [16] 
A.214. Dekkers, J.C.M.  1992.  Asymptotic response to selection on best linear unbiased predictors of breeding 

value.  Animal Production  54:351-360 [40] 
A.215. Weersink, A., W. Howard, J.C.M. Dekkers and M. Lohuis.  1991.  Sire selection decisions and farm 

profitability relationships for Ontario dairy farmers.  J. Dairy Sci. 74:3994-4011 [2] 
A.216. Dekkers, J.C.M.  1991.  Estimation of economic values for dairy cattle breeding goals:  bias due to sub-

optimal management policies.  Livest. Prod. Sci. 29:131-149 [52] 
A.217. Kinghorn, B.P., C. Smith and J.C.M. Dekkers.  1991.  Potential genetic gains in dairy cattle with gamete 

harvesting and in vitro fertilization.  J. Dairy Sci.  74:611-622 [16] 
A.218. Dekkers, J.C.M., and M.R. Dentine.  1991.  Quantitative genetic variance associated with chromosomal 

markers in segregating populations.  Theor. Appl. Genetics 81:212-220 [25] 
A.219. Dekkers, J.C.M., and G.E. Shook.  1990.  A semi-stochastic model for simulation of genetic improvement 

by commercial artificial insemination firms in a large dairy cattle population.  J. Anim. Breed. Genetics. 
107:321-339 [10] 

A.220. Dekkers, J.C.M., and G.E. Shook.  1990.  Economic evaluation of alternative breeding programs for 
commercial artificial insemination firms.  J.Dairy Sci. 73:1902-1919 [15] 

A.221. Dekkers, J.C.M., and G.E. Shook.  1990.  Genetic and economic evaluation of nucleus breeding schemes 
for commercial artificial insemination firms.  J. Dairy Sci.  73:1920-1937 [11] 

 
B.  Books and Book Chapters 

Books 
B.1. Dekkers, J.C.M., S.J. Lamont, and M.F. Rothschild (Editors). 1999. Proc. Int. Scientific Conference “From 

Jay Lush to Genomics: Visions for Animal Breeding and Genetics”, Ames, IA, May 16-18.  
 

Chapters in Books 
B.2. Van Eenennaam, A.L., K.A. Weigel, A.E. Young, M.A. Cleveland, and J.C.M. Dekkers. 2014. Applied 

animal genomics: results from the field. Ann. Review Animal Biosci. 2: 105-139. [8] 
B.3. Young, J.M., and J.C.M. Dekkers. 2012. The genetic and biological basis of residual feed intake as a 

measure of feed efficiency. Chapter 7, Pp. 153-166 In: J.F. Patience (Ed): Feed Efficiency in Swine. 
Wageningen Academic Publishers, Wageningen, The Netherlands. 

B.4. Dekkers, J.C.M., P.K. Mathur, and E.F. Knol. 2010. Genetic Improvement of the Pig. Chapter 16 In: A. 
Ruvinski and M.F. Rothschild (Eds): Genetics of the Pig. Ed. 2. Pp 390-425 CAB [13] 
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B.5. Dekkers, J.C.M., and J.H.J. van der Werf. 2007. Strategies, limitations, and opportunities for marker-
assisted selection in livestock. In: E. Guimaraes, J. Ruane, B. Scherf, A. Sonnino, and J. Dargie (Eds): 
Marker-Assisted Selection. Current status and future perspectives in crops, livestock, forestry and fish: 
Current Status and the Way Forward. FAO, Rome, Italy. [9] 

B.6. Lamont, S.J., J.C.M. Dekkers, and J. Burnside. 2008. Immunogenetics and mapping immunological 
functions. In: Avian Immunology. Davison, F., Kaspers, B. & Schat, K.A., Elsevier, London, San Diego. 
 

C.  Invited Presentations at (Inter)national Scientific Meetings  
C.1. Dekkers, J.C.M. 2015. Genetics of host resistance to PRRS and PCV2. North American PRRS 

Symposium, Chicago, IL. 
C.2. Dekkers, J.C.M. 2015. Applied animal breeding in the genomics era. XI Brazilian Symposium of Animal 

Breeding. Santa Maria, Brazil. 
C.3. Dekkers, J.C.M. 2015. Genomic selection for crossbred performance in livestock. Genetics Society 2015 

Spring Meeting, Roslin Institute, Edinburgh, Scotland. 
C.4. Dekkers, J.C.M. 2014. Genetics of host response to PRRS. North American PRRS Symp., Chicago, IL. 
C.5. Dekkers, J.C.M. 2014. Genetic basis or host response to PRRS virus infection in Pigs. 23rd International 

Pig Veterinary Society Congress, Cancun, Mexico. 
C.6. Dekkers, J.C.M., and J.H.J. van der Werf. Breeding goals and phenotyping programs for multi-trait 

improvement in the genomics era. 10th World Congress on Genetics Applied to Livestock Production, 
Vancouver, Canada 

C.7. Dekkers, J.C.M. 2014. Genomic Prediction Strategy and Applications. W365 Plant and Animal Genome 
meetings, San Diego. 

C.8. Wolc A., Arango J., Settar P., Fulton J. E., O’Sullivan N. P., Preisinger R., Habier D., Fernando R., 
Garrick D. J., Lamont S. J., and Dekkers J. C .M. 2013. Genomic selection in layer chickens outperforms 
pedigree-based selection. ASAS/ADSA 45th Meeting Midwestern Sectional Scientific Sessions and 
Business Meeting. 11-13.03.2013 - Des Moines. USA 

C.9. Dekkers, J.C.M., N. Boddicker, E. Waide, J. Lunney, R.R.R. Rowland, J. Garrick, J. Reecy. 2012. 
Genome-wide Association Study of Host Response to Experimental Infection with the PRRS Virus in 
Pigs. Plant and Animal Genome XX. W156. http://pag.confex.com/pag/xx/webprogram/Paper1677.html 
115# 275943 

C.10. Dekkers, J.C.M., N. Boddicker, E. Waide, J. Lunney, R.R.R. Rowland, J. Garrick, J. Reecy. 2012. The 
genetic basis of host response to experimental infection with the PRRS virus in pigs. ADSA/ASAS 
annual meeting, Phoenix, AZ. 

C.11. Dekkers, J.C.M., D. Habier, and R. Fernando. 2011. Whole genome selection in livestock using 384 SNP 
panels. XIX International Plant and Animal Genome Conference. http://www.intl-
pag.org/19/abstracts/W90_PAGXIX_557.html 

C.12. Dekkers, J.C.M., and H. Gilbert. 2010. Genetic aspects of residual feed intake in pigs. 10 World 
Congress on Genetics Applied to Livestock Production. Leipzig, Germany 

C.13. Dekkers, J.C.M., W. Cai, S. Lkhagvadorj, O. Couture, C.K. Tuggle, D. Nettleton, and L. Anderson. 
2008. Genetic aspects of Residual Feed Intake in pigs. Midwest Animal Science Meeting, Des Moines. 

C.14. Dekkers, J.C.M., and R.L. Fernando. 2008. Use of molecular data for genetic improvement of 
performance under field conditions. Symposium in honor of the launch of the Easter Bush Research 
Consortium, Edinburgh, Scotland. 

C.15. Dekkers, J.C.M., H.H. Zhao, and R.L. Fernando. 2006. Linkage disequilibrium mapping in livestock. 8th 
World Congress on Genetics Applied to Livestock Production. Belo Horizonte, Brazil. 

C.16. Dekkers, J.C.M. 2006. Strategies for the use of molecular information in breeding programs. British 
Society of Animal Science Annual Meeting, York, UK. 

C.17. Dekkers, J.C.M. 2005. Implications of functional genomics for animal breeding programs. Symposium 
on Using Functional Genomics for Animal Improvement, ASAS/ADSA Annual meeting, Cincinatti. 

C.18. Dekkers, J.C.M. 2005. Methods and strategies for QTL mapping. A.B. Chapman Lecture, University of 
Wisconsin, Madison 

C.19. Dekkers, J.C.M. 2005. Use of molecular genetics in breeding programs. A.B. Chapman Lecture, 
University of Wisconsin, Madison 

C.20. Dekkers, J.C.M. 2003. Marker-assisted selection in animal breeding programs. Quantitative Genetics 
meetings, INRA, France. 
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C.21. Dekkers, J.C.M. 2003. Commercial application of marker-assisted selection. European Assoc. Animal 
Production Annual meeting, Rome, Italy . 

C.22. Dekkers, J.C.M. 2003. Commercial application of marker-assisted selection. Annual meeting Am. Soc. 
Anim. Sci. & Am. Dairy Sci. Assoc. Phoenix, AZ. 

C.23. Dekkers, J.C.M., J. Wang, K. Koehler, and M. Soller. 2003. Least squares interval mapping to detect 
QTL with selective DNA pooling. Statistical Genomics Workshop, Plant and Animal Genome XI, San 
Diego, CA. 

C.24. Dekkers, J.C.M. The use of molecular genetics in the improvement of agricultural populations. 
Symposium on animal and plant quantitative genetics and breeding. Dec. 16-18, 2002, Beijing, China 

C.25. Dekkers, J.C.M. Long-term selection with known QTL. Conference on “Long term selection: a celebration 
of 100 generations of selection for oil and protein in maize. June, 2002, Urbana, IL. (pub. A11).  

C.26. Dekkers, J.C.M. Mapping and use of QTL for marker-assisted improvement of meat quality. Swine 
workshop, Plant and Animal Genome X, San Diego, CA. 

C.27. Dekkers, J.C.M.   Potential and application of marker assisted selection for meat quality traits.1st 
International Virtual Conference on Pork Quality. November, 2001, Embrapa, Brazil. 

C.28. Dekkers, J.C.M. Optimizing selection on multiple QTL. Seminar on Quantitative Genomics, Wageningen 
Agricultural University, September 6, 2001. 

C.29. Dekkers, J.C.M.  Breeding in the 21st century: application of molecular technology. Association for the 
Advancement of Animal Breeding and Genetics. July 4-7, 1999, Mandurah, WA, Australia. 

C.30. Dekkers, J.C.M. Enhancing genetic improvement programs for livestock through molecular genetics. 
Conference on Agricultural Genomics, Institute for International Research Conference. June 24-25, 1999, 
San Diego, CA. 

C.31. Dekkers, J.C.M.  Optimizing strategies for selection on identified QTL. Gordon Conference on Quantitative 
Genetics and Biotechnology. Feb. 14-19, 1999, Ventura, CA. 

C.32. Dekkers, J.C.M. Optimizing strategies for marker-assisted selection. Plant and Animal Genome VII. Jan. 17-
21, 1999, San Diego, CA, . 

C.33. Dekkers, J.C.M., P.J. Boettcher, and B. Mallard. Genetic improvement of udder health. 6th Proc. 6th World 
Congress on Genetics Applied to Livestock Production, 1999, Armidale, Australia, Vol. 25: 3-10. 

C.34. Dekkers, J.C.M., and J.P. Gibson. Applying breeding objectives to dairy cattle improvement. American 
Dairy Science Association Symposium in Honor of Prof. Charles Smith: Breeding Objectives and Strategies. 
1997, Guelph, Canada .    

C.35. Dekkers, J.C.M. Genetic improvement of dairy cattle for profitability. Canadian Society of Animal Science. 
1995, Ottawa, Canada. 

C.36. Dekkers, J.C.M. and L.K. Jairath. Requirements and uses of genetic evaluations for conformation and herd 
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