Jonathan F. Wendel

Work Address: Department of Ecology, Evolution, & Organismal Biology, lowa State
University, Ames, [A 50011
Phone: 515-294-7172; Fax: 515-294-1337; email: jfw@iastate.edu;
http://www.eeob.iastate.edu/faculty/WendelJ

Academic Training: B.S., University of Michigan (1976); M.S., University of North Carolina (1980);
Ph.D., University of North Carolina (1983)

Academic Positions:

5/83-7/86: Geneticist, USDA, ARS, Genetics Dept., North Carolina State University
8/86-7/91: Assistant Professor of Botany, Dept. of Botany, lowa State University
8/91-7/96: Associate Professor of Botany, Dept. of Botany, lowa State University
12/97-6/98: Jacob Meyerhoff Visiting Professor, Weizmann Institute, Rehovot, Israel
8/96-6/2002: Professor of Botany, Dept. of Botany, lowa State University

7/2002-6/2003: Interim Chair, Department of Ecology, Evolution, & Organismal Biology, lowa
State University

7/2003-present: Chair, Department of Ecology, Evolution, & Organismal Biology, lowa State
University

7/2012 — present:  Distinguished Professor, Department of Ecology, Evolution, & Organismal
Biology, lowa State University

Professional Service:

Editorial Committee, Systematic Botany (1/87 - 12/89)

Symposium Committee, Genetics Section, Botanical Society of America (1985 - 1991)

Chair, Nominating Committee, Genetics Section, Botanical Society of America (6/87 - 9/88)

Financial Advisory Committee, American Ass. Plant Taxonomists (1/87 - 12/89; 10/97-1/00)

Secretary-Treasurer, Economic Botany Section, Botanical Society of America (1/88 - 12/90)

Section Program Organizer, Economic Botany Section, AIBS meetings, 1988 to 1990.

Symposium Organizer: “Molecular and Genetic Organization of Plant Chromosomes”, Toronto,
August, 1989.

Program Committee, "4th Int. Cong. Devel. Appl. New Technologies for Varietal Identification",
Ames, [A, August, 1990.

Management Committee, Botanical Society of America (1/90 - 12/94)

Grant Proposal Review Panelist, NSF Systematic Biology Program (4/90, 10/91, 10/92, 4/94, 10/95)

Honors Committee, American Society of Plant Taxonomists (8/92 - 8/93)

Organizing Committee, Molecular Evolution Conference, ISU (4/94)

Associate Editor, Journal of Heredity, (1995 - 2000)

Council Member, American Genetic Association (1997-1999)

Symposium organizer (with M. Ainouche): “Genome evolution in hybrid plant species”, International
Botanical Congress, St Louis, August, 1999

Symposium organizer (with L. Reiseberg): “Plant speciation”, Antigonish, Nova Scotia, June 2003

Publications Committee, Botanical Society of America (1999 —2004)

Monitoring Editor, Plant Physiology, (1999 —2006)

Botanical Society of America, Committee on Committees (2003 — 2006)

Organizing Committee, International symposium on polyploidy, heterosis, and epigenetics, Beijing,
May, 2007
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Scientific Committee, International Conference on Polyploidy, Hybridization and Biodiversity, St.
Malo, France, May, 2009

Symposium Organizer, Polyploidy, International Congress of Plant Molecular Biology, St. Louis,
October, 2009

Associate Editor, Frontiers in Plant Genetics and Genomics, 2011- present

Associate Editor, BMC Plant Biology, 2011 — present

Associate Editor, G3: Genes, Genomes, Genetics, 2011- present

Symposium Co-Organizer, Polyploidy Session, Plant and Animal Genome Conference, San Diego,
January, 2012

Scientific Committee, International Conference on Polyploidy, Prague, May 2012

Symposium Organizer, Polyploidy Session, Plant and Animal Genome Conference, San Diego,
January, 2013

Conference co-organizer, Genome Dynamics, Banyuls, France, September 2013

Workshop co-organizer, Evolution of plant phenotypes, from genomes to traits, Barcelona, Spain,
March 2015

Grants Received

Pioneer Hi-Bred International, Inc. - Analysis of recombination variation in wide crosses within the
genus Zea; $41,900; 10/1/86 - 9/30/89.

National Science Foundation - Genetic variation and evolution in the genus Gossypium L.; $112,995
(with undergraduate supplement); 4/1/87 - 3/31/90.

Pioneer Hi-Bred International, Inc. - Germplasm evaluation and genetic purity in Helianthus annuus;
$62,500; 10/1/87 - 9/31/90.

Minnesota Nature Conservancy (2 grants, both as co-PI with J. Pleasants) - Genetic variation in
Erythronium propullans, a narrow endemic, and sympatric populations of E. albidum; $6,000;
4/1/88 - 3/31/90.

US Fish and Wildlife Service (co-PI with J. Pleasants) - Genetic distinctness of Chrysosplenium
iowense in the Paleozoic Plateau region; $25,000; 6/15/89-10/1/91

National Science Foundation (co-PI with M. Lee) - Cooperative research in maize genetics; $20,000;
9/1/88-2/28/90.

National Science Foundation - Symposium: Molecular and genetic organization of plant genomes;
$2,000; 5/1/89-9/1/89.

National Science Foundation - "Genome evolution in Gossypium"; $165,000 (with undergraduate
supplements); 2/1/90-2/28/95.

National Science Foundation - (co-PI with L. Clark); Research experiences for undergraduates;
$8,000; 5/90-9/90.

ISU - Carver grant; "Retrotransposon evolution in cotton"; $15,000; 1/92-12/92.

Agripro Biosciences, Inc. - $5,000 contribution to support research efforts in Gossypium.

National Science Foundation - (co-PI with L. Clark); "Phylogeny and classification of the bamboos
(Poaceae: Bambusoideae 5.2.)"; $200,000; 6/93-5/96.

National Science Foundation - (Doctoral dissertation improvement grant for Edmund Crane - Pls
Wendel and Farrar); "Phylogeny of the Vittariaceae"; $10,000; 3/93-8/95.

ISU - Foreign Travel Grant; $950 to assist in travel to Australia.

National Geographic Society; “Field exploration and systematics of cotton (Gossypium) in
Australia”; $11,100; 1/93-12/94.

ISU - Foreign Travel Grant; $700 to assist in travel to Amsterdam to present a symposium address.
1994.

National Science Foundation - Research experiences for undergraduates; $5,000; 5/94-9/94.

Ottawa National Forest, US Forest Service - “National forest Botrychium project”; $21,600 to
Wendel and Farrar; 7/95 - 1/96.
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National Science Foundation - “Single-copy sequence evolution, polyploidy and phylogeny
reconstruction”; $195,000 (with undergraduate supplements); 1/96 - 12/99.

ISU - Foreign Travel Grant; $1200 to assist in travel to Australia. 1997.

Ottawa National Forest, US Forest Service - “National forest Botrychium project continuation”;
$10,600 to Wendel and Farrar; 7/96 - 1/97.

National Science Foundation - “Modernization of the Pohl Conservatory, a vital resource for plant
biology research and research training”’; $700,000 (including $350,000 matching from Iowa State
University); 10/96 - 12/98.

National Science Foundation — “Structure and function of the cotton genome: an integrated analysis
of the genetics, development and evolution of the cotton fiber” (co-PI with 4 other investigators);
$3,750,100 total; $478,000 to ISU; 10/98 — 4/02.

National Science Foundation — “Computational molecular biology training group” (co-PI with 4
other investigators; D. Voytas, PI); $2,400,000; 4/99 — 3/05.

United States — Israel Binational Science Foundation — “DNA elimination associated with polyploidy
in plants” (co-PI with M. Feldman and A. Levy); $150,000; 11/99 — 10/02.

Plant Sciences Institute, Towa State University — “Gene expression in polyploids™; $50,000; 7/1/00 —
6/30/02.

Monsanto Incorporated — “Genetic diversity in cotton™; $70,000; 7/1/00 — 12/31/02.

United States Department of Agriculture — “Gene expression in polyploid cotton”; $160,000; 9/15/01
— 8/14/03.

NSF - International, Western Europe Program — "International collaborative investigation of
polyploid genome evolution"; $20,070; 2/1/02 - 12/31/06.

National Institute of Health — “Center for research on botanical dietary supplements” (D. Birt, PI,
with 15 others); $7,200,000; ~ $300,000 to J. Wendel; 7/02 — 5/07

Environmental Protection Agency — “Assessment of potential for gene flow between transgenic
cotton and the endemic Hawaiian cotton” (J. Wendel, PI, with J. Pleasants, co-PI); $17,228;
9/02-1/04

National Science Foundation — “Comparative evolutionary genomics of cotton” (J. Wendel, PI; 3 co-
PIs); $4,197,862 total; $1,850,000 to ISU; 9/02 — 8/07.

National Science Foundation — “Planning grant: why are so many plants polyploid?” (J. Wendel, co-
PI with A. Paterson, PI, and two other co-PIs); $49,430; 1/04-12/04.

National Science Foundation - “RET — Research opportunities in molecular biology, biotechnology,
and genomics”; $100,000; 4/03 — 3/04.

National Science Foundation - “RET — Research opportunities in molecular biology, biotechnology,
and genomics”; $100,000; 4/04 — 3/05.

National Science Foundation - “RET — Research opportunities in molecular biology, biotechnology,
and genomics”; $87,175; 4/05 — 3/06.

United States Department of Agriculture — “Gene expression in polyploid cotton”; $360,000; 8/1/05
—7/31/09.

National Science Foundation — “DNA markers and the genomic composition of bananas™; $48,000;
6/06-5/07

National Science Foundation - “RET — Research opportunities in molecular biology, biotechnology,
and genomics”; $72,925; 4/06 — 3/07.

National Science Foundation — “Genome evolution in diploid and polyploid cotton” (J. Wendel, PI;
Andy Paterson and Rod Wing, co-PIs); $1,543,996, $470,000 to ISU; 10/1/06 — 9/30/09.

Cotton Incorporated — “Comparative evolutionary proteomics of cotton’; $35,000; 1/09-1/10

Cotton Incorporated — “Development and application of next-generation sequencing technologies for
cotton improvement”; $20,000; 1/09-1/10

National Science Foundation — “Comparative evolutionary genomics of cotton” (J. Wendel, PI; Andy
Paterson and Josh Udall, co-PIs); $4, 985,269, $2,090,883 to ISU; 3/1/09 — 2/28/14.
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Cotton Incorporated — “Comparative evolutionary proteomics of cotton”; $40,000; 1/10-1/11

Cotton Incorporated — “Development and application of next-generation sequencing technologies for
cotton improvement”; $20,000; 1/10-1/11

National Science Foundation — “Comparative evolutionary genomics of cotton” (J. Wendel, PI; Andy
Paterson and Josh Udall, co-PIs); supplement of $93,304, 2010.

Cotton Incorporated — Genomic consequences of polyploidy in two agronomically importanat cotton
species; $48,000; 8/11 —7/12

Cotton Incorporated — “Comparative evolutionary proteomics of cotton’; $25,000; 1/11-1/12

US-Israel Binational Science Foundation — “The evolution of duplicate oil pathways in polyploid
cotton”; $180,000; 10/10-9/14

National Science Foundation - "Evolution of duplicated pathways and networks following genome
doubling,"; $557,746; 9/1/11 — 8/31/14

Cotton Incorporated — “Comparative evolutionary proteomics of cotton™; $25,000; 1/12-1/13

Cotton Incorporated — “Genomic consequences of polyploidy in two agronomically important cotton”
species; $50,000; 8/12 —7/13

Partner University Fund — “Ecological genomics and epigenomics of polyploidy”; $240,000 (co-PI
with M. Ainouche), $120,000 to ISU; 1/1/13-12/31/15

Cotton Incorporated — “Centromere repeats within and among chromosomes and evolutionary
dynamics in Gossypium”; $50,000; 1/1/13 — 12/31/13

Cotton Incorporated - “Comparative evolutionary proteomics of cotton; $15,000; 1/1/13 — 12/31/13;

Cotton Incorporated - “Investigating Centromere Evolution in Diploid and Polyploid Plants in the
Cotton Genus, Gossypium™; $22,000; 1/1/14 —12/31/14

National Science Foundation — “Multilocus phylogenetics and species delimitation using sequence-
capture and next-gen sequencing and its application in Adansonia (Malvaceae)”; $670,384
($303,083 to ISU); 6/1/14 — 5/31/17

Cotton Incorporated — “Evolution of the domesticated cotton fiber”; 1/1/2015 — 12/31/2015; $50,000

Cotton Incorporated - “Investigating Centromere Evolution in Diploid and Polyploid Plants in the
Cotton Genus, Gossypium™; $22,000; 1/1/15 —12/31/15

National Science Foundation — “Conference: Evolution of Plant Phenotypes, from Genomes to Traits
to be held in Barcelona, Spain on March 17-18, 2015”; $5000; 2/1/2015 to 1/31/2016.

Cotton Incorporated - “Centromere Repeats Within and Among Chromosomes and Evolutionary
Dynamics”; $17,500; 1/1/16 — 12/31/16

Cotton Incorporated — “Evolution of the domesticated cotton fiber”; 1/1/2016 — 12/31/2016; $50,000

Invited Seminars and Symposia

European Quality Assurance Workshop, Pioneer Hi-Bred, Inc., Des Moines, June, 1987.
Research seminar, Ecology and Evolutionary Biology, ISU, Fall, 1987

Cold Spring Harbor symposium, November, 1988.

Research seminar, Texas A&M University, March, 1989

Research seminar, University of North Dakota, September, 1989

Research seminar, lowa State University, September, 1989

Research seminar, Miami University, October, 1989

National Academy of Sciences Workshop, Univ. California at Irvine, January, 1990
Research seminar, Life Science Symposium, ISU, March, 1990

Research seminar, Rancho Santa Ana Botanic Garden, December, 1990

Research seminar, University of Arizona, February, 1991

Research seminar, University of Georgia, April, 1991
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Research seminar, University of Minnesota, November, 1991

Symposium speaker, Botanical Society of America, Honolulu, August, 1992

Research seminar, University of California at Riverside, April, 1992

Research seminar, Texas Tech University, November, 1992

Research seminar, University of Arkansas, November, 1992

Symposium speaker, National Cotton Council, New Orleans, January, 1993

Research seminar, University of Kansas, November, 1993

Research seminar, William Jewell College, November, 1993

Research seminar, ISU Interdepartmental Genetics series, January, 1994

Research seminar, University of British Columbia, March, 1994

Symposium speaker, Rancho Santa Ana Botanic Garden, Claremont, CA, May, 1994
Symposium speaker, 4th International Congress of Plant Molecular Biology, Amsterdam, June 1994
Research seminar, Oregon State University, November, 1994

Research seminar, Cold Spring Harbor Laboratory, November, 1994

Symposium speaker, University of Morelos, Mexico, February, 1995

Research seminar, Texas A&M University, February, 1995

Symposium speaker, Midcontinent Section of BSA and AAAS, Norman, OK, May, 1995
Symposium speaker, Crop Science Society of America, St. Louis, November, 1995
Research seminar, University of Texas, February, 1996

Research seminar, ISU Plant Breeding Seminar series, March, 1996

Research seminar, Ohio State University, May, 1996

Research seminar, Cornell University, November, 1996

Symposium speaker, University of Georgia, December, 1996

Research seminar, University of Nebraska at Omaha, February, 1997

Research seminar, Weizmann Institute of Science, Rehovot, Israel, January, 1998
Research seminar, Tel Aviv University, Israel, January, 1998

Research seminar, Weizmann Institute of Science, Rehovot, Israel, February, 1998
Symposium speaker, Mid-Atlantic Plant Molecular Biology Society, Laurel, MD, July 1998
Symposium speaker, International Organization of Plant Biosystematists, Amsterdam, August, 1998.
University Lecturer, Univ. Wisconsin, October, 1998.

Research seminar, University of Missouri, December, 1998.

Research seminar, University of California at Davis, February, 1999.

Research seminar, Harvard University, April, 1999.

Plenary speaker, Southern Illinois University, Symposium, April, 1999.

Research seminar, University of lowa, May, 1999.

Symposium speaker, International Botanical Congress, St. Louis, July, 1999.

Research seminar, ISU Interdepartmental Genetics series, August, 1999.

Research seminar, Oberlin College, November, 1999.

Research seminar, Washington State University, November, 1999.

President’s Symposium, American Society of Plant Physiologists, San Diego, July, 2000
Symposium speaker, GenomeEvolution in Polyploids, Kyoto, Japan, October, 2000.
Symposium speaker, Crop Science Society of America, Minneapolis, MN, November, 2000.
Symposium speaker, Plant and Animal Genome Conference, San Diego, January 2001
Research seminar, Indiana University, March, 2001.

Plenary symposium, Botanical Society of America, Albuquerque, August, 2001
Research seminar, Clemson University, November 2001

Research seminar, University of New Hampshire, December 2001

Symposium speaker, Plant and Animal Genome Conference, San Diego, January 2002
Research seminar, Rancho Santa Ana Botanic Garden, February, 2002

Research seminar, Duke University, March 2002
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Research seminar, ISU Interdepartmental EEB series, August, 2002

Symposium speaker, Leiden, the Netherlands, Nov. 2002

Research seminar, University of Arizona, Tucson, February 2003

Research seminar, Washington University, March 2003

Research seminar, Haverford College, March 2003

Symposium speaker, International polyploidy conference, London, April 2003

Research seminar, University of Rennes, Brittany, France, May 2003

Symposium speaker, Plant Speciation, Antigonish, Nova Scotia, June 2003

Research seminar, Johns Hopkins, April, 2004

Symposium speaker, Cold Spring Harbor, April, 2004

Symposium speaker, Seattle, July, 2004

Graduate student selected speaker, Bailey Hortorium, Cornell University, October 2004

Research seminar, Texas A&M University, November, 2004

Symposium speaker, University of Washington, November, 2004

Research seminar, University of Miami, January 2005

Keynote speaker, International Botanical Congress, Vienna, July 2005

Symposium speaker, Roscoff, France, September, 2005

Research seminar, Kansas State University, Manhattan, October, 2005

Research seminar, University of Guelph, March, 2006

Symposium speaker, Linnean Society of London, August, 2006

Research seminar, University of Minnesota, October, 2006

Research seminar, Indiana University, April, 2007

Symposium speaker, Beijing, May 2007

Research seminar, Bayer Crop Sciences, Gent, Belgium, June 2007

Research seminar, University of Rennes, Brittany, France, June 2007

Research seminar, Brigham Young University, September 2007

Research seminar, University of British Columbia, September, 2007

Symposium speaker, Cold Spring Harbor, October, 2007

Symposium speaker, Botanical Society of America, Polyploidy symposium, July, 2008

Research seminar, Grinnell College, November, 2008

Plenary speaker, Plant and Animal Genome Conference, San Diego, January, 2009

Research seminar, New Mexico State University, February, 2009

Research seminar, North Carolina State University, March, 2009

Workshop speaker, Epigenetics in Ecology and Evolution, NESCENT, March 2009

Research seminar, University of Northern lowa, April, 2009

Symposium speaker, International Polyploidy Conference, St. Malo, France, May, 2009

Symposium organizer and speaker, Int. Congress of Plant Mol. Biology, October, 2009

Research seminar, lowa State University, November, 2009

Plenary speaker, Ecological Genomics Symposium, November 2009

Research seminar, University of Georgia, March, 2010

Research seminar, University of Massachusetts, April, 2010

Research seminar, University of lowa, February, 2011

Research seminar, University of Florida, March, 2011

Symposium speaker, Plant Biology Symposium, Penn State, May, 2011

Plenary speaker, International Botanical Conress, Melbourne, Australia, July 2011

Symposium speaker, European Society for Evol. Biology, Tuebingen, Germany, August, 2011

Research seminar, University of Illinois, September, 2011

Research seminar, Institute of Biodiversity and Ecosystem Dynamics (IBED, University of
Amsterdam, October, 2011

College of Liberal Arts and Sciences Dean’s Lecture, lowa State University, November, 2011
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Research seminar, Monsanto, Inc., St. Louis, December, 2011

Research seminar, University of Wisconsin, March, 2012

Research seminar, University of Kansas, April, 2012

Symposium speaker, International Polyploidy Conference, Prague, May, 2012

Research seminar, Universite de Rennes, France, May, 2012

Symposium speaker, Botanical Society of America, Columbus, July 2012

Research seminar, University of Nebraska, October, 2012

Plenary speaker, International Cotton Genomics Initiative, Raleigh, October, 2012

Symposium speaker, Domestication session, Plant and Animal Genome Conference, January 2013
Research seminar, University of Southern California, February, 2013

Research seminar, University of Rennes, France, February, 2013

Symposium speaker, Society for Molecular Biology and Evolution, Chicago, July, 2013
Colloquim speaker, Botanical Society of America, New Orleans, July, 2013

Conference speaker, Genome Dynamics, Banyuls, France, September, 2013

Symposium speaker, Molecular Evolution Conference, Marseilles, September, 2013

Research seminar, Cornell University, October, 2013

Research seminar, Hudson Alpha Institute, December, 2013

Research seminar, University of Kentucky, February, 2014

Research seminar, IPK Gatersleben, Germany, May, 2014

Research seminar, Texas Tech University, September, 2014

Research seminar, CRAG institute, Barcelona, October, 2014

Research seminar, University of Arizona, Feb., 2015

Symposium speaker, Royal Society of London, June, 2015

University of British Columbia, Vancouver, September, 2015

Keynote speaker, Mendel’s Legacy: 150 Years of the Genius of Genetics, Brno, September, 2015
Ron Phillips Plant Genetics Lecture, Crop Science Soc. America, Minneapolis, November, 2015
Symposium speaker, American Society of Agronomy, Minneapolis, November, 2015

Seminar Speaker, Institut fiir Populationsgenetik, Vienna, Austria, December, 2015

Seminar Speaker, Universite de Rennes, France, December, 2015

Seminar Speaker, East Carolina University, March, 2016

Honors and Awards

Outstanding Achievement in Research, lowa State University, 1999

Master Teacher, College of Liberal Arts and Sciences, lowa State University, 2005
Outstanding Achievement in Departmental Leadership, lowa State University, 2009
Fellow, American Association for the Advancement of Science, 2010

Outstanding Contributions to Cotton Genomics award, ICGI, 2012

Distinguished Professor, lowa State University, 2012

Cotton Biotechnology Award, Cotton Incorporated, 2013

Distinguished Fellow of the Botanical Society of America, 2015

Distinguised Scholar, Crop Science Society of America, 2015

Publications
Wendel, J.F. and C.R. Parks. 1979. The application of electrophoresis to taxonomic and breeding

problems in Camellia. Camellia Journal 34: 39-41.
Wendel, J.F. 1980. Enzyme extraction from a tannin-rich plant. Isozyme Bulletin 13:116.
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Wendel, J.F. and C.R. Parks. 1982. Genetic control of isozyme variation in Camellia japonica L.
(Theaceae). Journal of Heredity 73: 197-204.

Parks, C. R., N. G. Miller, J. F. Wendel and K. M. McDougal. 1983. Genetic divergence in the genus
Liriodendron. Annals of the Missouri Botanical Garden 70: 658-666.

Wendel, J.F. and C.R. Parks. 1982. Cultivar characterization and nomenclatural clarification by
protein electrophoresis in Camellia japonica L. American Camellia Society Yearbook 37:19-32.

Wendel, J.F. 1983. Electrophoretic analysis of genetic variation in wild and cultivated Camellia
Jjaponica L. Ph.D. dissertation. University of North Carolina, Chapel Hill.

Cardy, B.J., C.W. Stuber, J.F. Wendel, and M.M. Goodman. 1983. Techniques for starch gel
electrophoresis of enzymes from maize (Zea mays L.). 2nd revised edition. Institute of Statistics
Mimeograph Series no. 1317R, North Carolina State University.

Suiter, K.A., J.F. Wendel and J.S. Case. 1983. LINKAGE-I, a computer program for the analysis of
genetic segregation data. Journal of Heredity 74: 203-204.

Wendel, J.F. and C.R. Parks. 1983. Cultivar identification in Camellia japonica L. using allozyme
polymorphisms. Journal of the American Society of Horticultural Science 108:290-295.

Wendel, J.F. 1984. Electrophoretic identification of polyploid Camellia japonica cultivars and
evidence for their sexual origin. Plant Systematic and Evolution 145: 223-226.

Wendel, J.F. and C.R. Parks. 1984. Distorted segregation and linkage of alcohol dehydrogenase
genes in Camellia japonica L. (Theaceae). Biochemical Genetics 22: 739-748.

Wendel, J.F. and C.W. Stuber. 1984. Plant Isozymes: Enzymes studied and buffer systems for their
electrophoretic resolution in starch gels. Isozyme Bulletin 17:4-11.

Wendel, J.F. and C.R. Parks. 1985. Genetic diversity and population structure of Camellia japonica
L. (Theaceae). American Journal of Botany 72: 52-65.

Wendel, J.F., C.W. Stuber, and M.M. Goodman. 1985. Twelve new isozyme loci in maize: Progress
report on chromosomal locations, and the subunit composition and subcellular localization of
their products. Maize Genetics Cooperation News Letter 59:87-88.

Wendel, J.F., C.W. Stuber, and M.M. Goodman. 1985. Linkage relationships between a hexokinase
locus and previously assigned loci on chromosome six. Maize Genetics Cooperation News Letter
59: 89-90.

Wendel, J.F., C.W. Stuber, and M.M. Goodman. 1985. Localization of two new isozyme loci, Hex!
and Tpi4, to chromosome 3. Maize Genetics Cooperation News Letter 59:88.

Wendel, J.F., C.W. Stuber, and M.M. Goodman. 1985. Mapping data for 34 isozyme loci currently
being studied. Maize Genetics Cooperation News Letter 59:90.

Wendel, J.F. and J.B. Beckett. 1986. Further localization of Tpi4 near the centromere on the long arm
of chromosome 3. Maize Genetics Cooperation News Letter 60:119

Wendel, J.F., C.W. Stuber, and M.M. Goodman. 1986. Additional mapping experiments with maize
isozyme loci. Maize Genetics Cooperation News Letter 60:120-122.

Wendel, J.F., C.W. Stuber, M.D. Edwards, and M.M. Goodman. 1986. Duplicated chromosome
segments in Zea mays L.: Further evidence from hexokinase isozymes. Theoretical and Applied
Genetics 72: 178-185.

Edwards, M.D., C.W. Stuber, and J.F. Wendel. 1987. Molecular marker facilitated investigations of
quantitative trait loci in maize: I. Numbers, genomic distribution, and types of gene action.
Genetics 116: 113-125.

Stuber, C.W., M.D. Edwards, and J.F. Wendel. 1987. Molecular marker facilitated investigations of
quantitative trait loci in maize: II. Factors influencing yield and its component traits. Crop
Science 27: 639-648.

Wendel, J.F., M.D. Edwards, and C.W. Stuber. 1987. Evidence for multilocus genetic control of
preferential fertilization in maize. Heredity 58: 297-301.

Wendel, J. F. and J. B. Beckett. 1987. A new isozyme marker for the short arm of chromosome 6.
Maize Genetics Cooperation News Letter 61:19.
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Sisco, P.H., J.F. Wendel, and C.W. Stuber. 1987. Acp4 is the most distal marker on chromosome 1L.
Maize Genetics Cooperation News Letter 61:86.

Doebley, J.F., J.F. Wendel, S.C. Smith, C.W. Stuber, and M.M. Goodman. 1988. The origin of
cornbelt maize: the isozyme evidence. Economic Botany 42: 120-132.

Wendel, J.F., M.M. Goodman, C.W. Stuber, and J.B. Beckett. 1988. New isozyme systems for maize
(Zea mays L.): Aconitate hydratase, adenylate kinase, NADH dehydrogenase, and shikimate
dehydrogenase. Biochemical Genetics 26: 421-445.

Stuber, C.W., J.F. Wendel, M.M. Goodman, and J.S.C. Smith. 1988. Techniques and scoring
procedures for starch gel electrophoresis of enzymes from maize (Zea mays L.). North Carolina
State Experiment Station Technical Bulletin 286. North Carolina State University, Raleigh. 87pp.

Pleasants, J.P. and J.F. Wendel. 1989. Genetic diversity in a clonal narrow endemic, Erythronium
propullans, and its widespread progenitor, E. albidum. American Journal of Botany 76: 1136-
1151.

Weeden, N.F. and J.F. Wendel. 1989. Genetics of Plant Isozymes. /n: D.E. Soltis and P.M. Soltis
(eds.), Isozymes in Plant Biology, pp 46-72. Dioscorides Press, Portland, Oregon.

Wendel, J.F. 1989. New World tetraploid cottons contain Old World cytoplasm. Proceedings of the
National Academy of Science USA 86: 4132-4136.

Wendel, J.F. and N.F. Weeden. 1989. Visualization and Interpretation of Plant Isozymes. In: D.E.
Soltis and P.M. Soltis (eds.), Isozymes in Plant Biology, pp. 5-45. Dioscorides Press, Portland,
Oregon.

Wendel, J.F., C.W. Stuber, M.M. Goodman, and J.B. Beckett. 1989. Duplicated plastid and
triplicated cytosolic isozymes of triose phosphate isomerase in maize (Zea mays L.). Journal of
Heredity 80: 218-228.

Wendel, J.F., P.D. Olson and J.M. Stewart. 1989. Genetic diversity, introgression and independent
domestication of Old World cultivated cottons. American Journal of Botany 76: 1795-1806.

Doebley, J.F. and J. F. Wendel. 1989. Application of RFLPs to plant systematics. /n: Current
Communications in Molecular Biology - Development and Application of Molecular Markers to
Problems in Plant Genetics (T. Helentjaris and B. Burr, Eds.). Cold Spring Harbor Laboratory.

Wendel, J. F. 1989. Chromosomal locations of isozyme loci in maize (Zea mays L.). [sozyme
Bulletin 22:33-35.

Doebley, J. F., A. Stec, J. F. Wendel and M. Edwards. 1990. Genetic analysis of a maize-teosinte Fy
population: Implications for the origin of maize. Proceedings of the National Academy of Science
USA 87: 9888-9892.

Parks, C.R. and J.F. Wendel. 1990. Molecular divergence between Asian and North American
species of Liriodendron (Magnoliaceae) with implications for interpretation of fossil geofloras.
American Journal of Botany 77: 1243-1256.

Bretting, P. K. and J. F. Wendel. 1990. Utility of 7pi3 and Tpi4 variants in quality control of hybrid
popcorn seed production. Maize Genetics Cooperation Newsletter 64:121-122.

Parks, C.R., J.F. Wendel, M.M. Sewell and L.Y. Qui. 1990. Genetic control of isozyme variation in
the genus Liriodendron L. Journal of Heredity 81: 317-323.

Percy, R.G. and J.F. Wendel. 1990. Allozyme evidence for the origin and diversification of
Gossypium barbadense L. Theoretical and Applied Genetics 79: 529-542.

Wendel, J. F. and A. E. Percival. 1990. Molecular divergence in the Galapagos Island-Baja
California species pair, Gossypium klotzschianum and G. davidsonii (Malvaceae). Plant
Systematics and Evolution 171: 99-115.

Wendel, J. F. and R. G. Percy. 1990. Allozyme diversity and introgression in the Galapagos endemic
Gossypium darwinii and its relationship to continental G. barbadense. Biochemical Systematics
and Ecology 18: 517-528.

Dekker, J., R. Burmester and J. Wendel. 1991. Mutant weeds of lowa: S-triazine resistant
Pennsylvania smartweed (Polygonum pensylvanicum). Weed technology 5: 211-213.
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Klier, K., M. J. Leoschke and J. F. Wendel. 1991. Hybridization and introgression in white and
yellow ladyslipper orchids (Cypripedium candidum and C. pubescens). Journal of Heredity
82:305-319.

Wendel, J. F., J. McD. Stewart and J. H. Rettig. 1991. Molecular evidence for homoploid reticulate
evolution in Australian species of Gossypium. Evolution 45: 694-711.,

DeJoode, D. R. and J. F. Wendel. 1992. Genetic diversity and origin of the Hawaiian Islands cotton,
Gossypium tomentosum. American Journal of Botany 79: 1311-1319,

VanderWiel, P. L. and J. F. Wendel. 1992. Phylogenetic analysis of cotton retrotransposons. Plant
Molecular Evolution Newsletter 1(2):34-37.

Bretting, P. K., S. M. Stack, J. F. Wendel, E. Meyerowitz, J. Colbert, L. Rieseberg, R. C. Jackson, V.
Walbot and H. J. Price. 1992. BSA-Genetics section research agenda. Plant Genetics Newsletter
8:26-29.

Wendel, J. F. and V. A. Albert. 1992. Phylogenetics of the cotton genus (Gossypium L.): Character-
state weighted parsimony analysis of chloroplast DNA restriction site data and its systematic and
biogeographic implications. Systematic Botany 17: 115-143.

Wendel, J. F., C. L. Brubaker and A. E. Percival. 1992. Genetic diversity in Gossypium hirsutum and
the origin of Upland cotton. American Journal of Botany 79: 1291-1310.

Brubaker, C. L. and J. F. Wendel. 1993. On the specific status of Gossypium lanceolatum Todaro.
Genetic Resources and Crop Evolution 40: 165-170.

Brubaker, C. L., J. A. Koontz and J. F. Wendel. 1993. Bidirectional cytoplasmic and nuclear
introgression in the New World cottons, Gossypium barbadense and G. hirsutum. American
Journal of Botany 80: 222-227.

Paterson, A. H., C. L. Brubaker and J. F. Wendel. 1993. A rapid method for extraction of cotton
(Gossypium spp.) genomic DNA suitable for RFLP and PCR analysis. Plant Molecular Biology
Reporter 11: 122-127.

Rieseberg, L. H. and J. F. Wendel. 1993. Introgression and its consequences in plants. In: Hybrid
Zones and the Evolutionary Process, R. Harrison (ed.), pp. 70-109. Oxford University Press.

Wendel, J. F. and C. L. Brubaker. 1993. The gene pool of Gossypium hirsutum. Proceedings of the
1993 Beltwide Cotton Conference, National Cotton Council. 1556.

VanderWiel, P. S., D. F. Voytas and J. F. Wendel. 1993. Copia-like retrotransposable element
evolution in diploid and polyploid cotton (Gossypium L.). Journal of Molecular Evolution 36:
429-447.

Brubaker, C. L. and J. F. Wendel. 1994. Reevaluating the origin of domesticated cotton (Gossypium
hirsutum: Malvaceae) using nuclear restriction fragment length polymorphisms (RFLPs).
American Journal of Botany 81: 1309-1326.

Parks, C. R., J. F. Wendel, M. M. Sewell, and Y.-L. Qui. 1994. The significance of allozyme
variation and introgression in the Liriodendron tulipifera complex (Magnoliaceae). American
Journal of Botany 81: 878-889.

Reinisch, A. J. J. Dong, C. L. Brubaker, D. M. Stelly, J. F. Wendel, and A. H. Paterson. 1994. A
detailed RFLP map of cotton, Gossypium hirsutum x G. barbadense: chromosome organization
and evolution in a disomic polyploid genome. Genetics 138:829-847.

Stanton, M. A., J. McD. Stewart, A. E. Percival and J. F. Wendel. 1994. Morphological diversity and
relationships in the A-genome cottons, Gossypium arboreum and G. herbaceum. Crop Science
34: 519-527.

Wendel, J. F., R. Rowley and J. Stewart. 1994. Genetic diversity in and phylogenetic relationships of
the Brazilian endemic cotton, Gossypium mustelinum (Malvaceae). Plant Systematics and
Evolution 192: 49-59.

Whitkus, R., J. Doebley, and J. F. Wendel. 1994. Nuclear DNA markers in systematics and evolution.
In: DNA-based Markers in Plants (R. L. Phillips and 1. K. Vasil, eds.), pp. 116-141. Kluwer
Academic Publishers, Dordrecht, Holland.
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Wendel, J. F. 1995. Cotton. In: Evolution of Crop Plants (N. Simmonds and J. Smartt, eds.), pp. 358-
366. Longman, London.

Wendel, J. F., A. Schnabel, and T. Seelanan. 1995. Bidirectional interlocus concerted evolution
following allopolyploid speciation in cotton (Gossypium). Proceedings of the National Academy
of Sciences USA 92: 280-284.

Wang, R.-L., J. F. Wendel, and J. H. Dekker. 1995. Weedy adaptation in Setaria spp.: 1. Isozyme
analysis of genetic diversity and population genetic structure in Setaria viridis. American Journal
of Botany 82: 308-317.

Wang, R.-L., J. F. Wendel, and J. H. Dekker. 1995. Weedy adaptation in Setaria spp.: 1. Genetic
diversity and population genetic structure in S. glauca, S. geniculata, and S. faberii. American
Journal of Botany 82: 1031-1039.

Wendel, J. F. 1995. Cotton. In: Evolution of Crop Plants (N. Simmonds and J. Smartt, eds.), pp. 358-
366. Longman, London.

Paterson, A. H., J. F. Wendel, and R. J. Kohel. 1995. In Altenback, S. et al. (19 authors), USDA
Plant genome research program. Advances in Agronomy 55: 113-166

Wendel, J. F., A. Schnabel, and T. Seelanan. 1995. An unusual ribosomal DNA sequence from
Gossypium gossypioides reveals ancient, cryptic, intergenomic introgression. Molecular
Phylogenetics and Evolution 4: 298-313.

Clark, L. G., J. F. Wendel, and L. A. Craven. 1995. A New Species of Micraira (Poaceae:
Micraireae) from northern Western Australia. The Beagle 12: 1-7.

Clark, L. G., W. Zhang, and J. F. Wendel. 1995. A phylogeny of the grass family based on ndhF
sequence data. Systematic Botany 20: 436-460.

Crane, E. H., D. F. Farrar, and J. F. Wendel. 1995. Phylogeny of Vittariaceae: Convergent
simplification leads to a polyphyletic Vittaria. American Fern Journal 85: 283-305.

Cronn, R. C., X. Zhao, A. H. Paterson, and J. F. Wendel. 1996. Polymorphism and concerted
evolution in a tandemly repeated gene family: 5S ribosomal DNA in diploid and allopolyploid
cottons. Journal of Molecular Evolution 42: 685-705.

Kelchner, S. A. and J. F. Wendel. 1996. Hairpins create minute inversions in non-coding regions of
chloroplast DNA. Current Genetics 30: 259-262.

Paterson, A. H., T.-H. Lan, K. P. Reischmann, C. Chang, Y.-R. Lin, S.-C. Liu, M. D. Burow, S. P.
Kowalski, C. S. Katsar, T. A. DelMonte, K. A. Feldmann, K. F. Schertz, and J. F. Wendel. 1996.
Toward a unified genetic map of higher plants, transcending the monocot-dicot divergence.
Nature Genetics 14: 380-382.

Wendel, J. F. 1996. The evolution of cotton and its genome. Proceedings of the symposium
“Biotechnology and Biodiversity”, University of Morelos, Mexico

Seelanan, T., A. Schnabel and J. F. Wendel. 1997. Congruence and consensus in the cotton tribe.
Systematic Botany 22: 259-290.

Gaut, B. S., L. G. Clark, J. F. Wendel and S. V. Muse. 1997. Comparisons of the molecular
evolutionary process at rbcL and ndhF in the grass family (Poaceae). Molecular Biology and
Evolution 14: 769-7717.

Zhang, W., J. F. Wendel, and L. G. Clark. 1997. Bamboozled again!: Inadvertent isolation of fungal
rDNA sequences from bamboos (Poaceae: Bambusoideae). Molecular Phylogenetics and
Evolution 8: 205-217.

Cronn, R., M. Brothers, K. Klier, P.K. Bretting, and J. F. Wendel. 1997. Allozyme variation in
domesticated annual sunflower and its wild relatives. Theoretical and Applied Genetics 95:532-
545.

Paterson, A. H., J. F. Wendel, D. M. Stelly, and X. Zhao. 1997. Status of genome mapping tools in
the Malvaceae. In: Genome Mapping in Plants (A. H. Paterson, ed.), pp 229-239. Academic
Press, NY.
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Stewart, J. McD., L. A. Craven and J. F. Wendel. 1997. A new Australian species of Gossypium.
Proc. Beltwide Cotton Conf. p. 448. National Cotton Council, Memphis, TN.

Baum, D. A, R. L. Small, and J. F. Wendel. 1998. Biogeography and floral evolution of baobabs
(Adansonia, Bombacaceae) as inferred from multiple data sets. Systematic Biology 47: 181-207.

Cronn, R. C. and J. F. Wendel. 1998. Simple methods for isolating homoeologous loci from
allopolyploid genomes. Genome 41: 756-762.

Davis, J. 1., M. P. Simmons, D. W. Stevenson and J. F. Wendel. 1998. Data decisiveness and data
quality in phylogenetic analysis: an example from the monocots using mitochondrial atpA
sequences. Systematic Biology 47: 282-310.

Small, R. L., J. A. Ryburn, R. C. Cronn, T. Seelanan, and J. F. Wendel. 1998. The tortoise and the
hare: choosing between noncoding plastome and nuclear Adh sequences for phylogeny
reconstruction in a recently diverged plant group. American Journal of Botany 85: 1301-1315.

Wendel, J. F. and J. J. Doyle. 1998. Phylogenetic incongruence: Window into genome history and
molecular evolution. Pp. 265-296 In: Molecular Systematics of Plants II (P. Soltis, D. Soltis, and
J. Doyle, eds.). Kluwer Academic Publ., Dordrecht.

Zhao, X.-P., Y. Si, R. E. Hanson, C. F. Crane, H. J. Price, D. M. Stelly, J. F. Wendel and A. H.
Paterson. 1998. Dispersed repetitive DNA has colonized new genomes since polyploid formation
in cotton. Genome Research 8: 479-492.

Schnabel, A. and J. F. Wendel. 1998. Cladistic biogeography of Gleditsia (Leguminosae) based on
ndhF and rpl16 chloroplast gene sequences. American Journal of Botany 85: 1753-1765.

Small, R. L. and J. F. Wendel. 1999. The mitochondrial genome of allotetraploid cotton (Gossypium
L.). Journal of Heredity 90: 251-253.

Seelanan, T., C. L. Brubaker, J. McD. Stewart, L. A. Craven, and J. F. Wendel. 1999. Molecular
Systematics of Australian Gossypium section Grandicalyx (Malvaceae). Systematic Botany 24:
183-208.

Brubaker, C. L., F. M. Bourland and J. F. Wendel. 1999. The origin and domestication of cotton. In:
Cotton, origin, history, technology and production (C. W. Smith and J. T. Cothren, eds.), pp. 3-
31. John Wiley & Sons, New York.

Percival, A. E., J. McD. Stewart and J. F. Wendel. 1999. Taxonomy and germplasm resources. In:
Cotton, origin, history, technology and production (C. W. Smith and J. T. Cothren, eds.), pp. 33-
63. John Wiley & Sons, New York.

Brubaker, C. L., A. H. Paterson, and J. F. Wendel. 1999. Comparative genetic mapping of
allotetraploid cotton and its diploid progenitors. Genome 42: 184-203.

Small, R. L., J. A. Ryburn, and J. F. Wendel. 1999. Low levels of nucleotide diversity at
homoeologous Adh loci in allotetraploid cotton (Gossypium L.). Molecular Biology and
Evolution 16: 491-501.

Huang, L., E. Millet, J.K. Rong, J. F. Wendel, and M. Feldman. 1999. Restriction fragment length
polymorphism in wild and cultivated tetraploid wheat. Israeli Journal of Plant Science 47: 213-
224,

Wendel, J. F, C. L. Brubaker and T. Seelanan. 1999. The origin and evolution of Gossypium. In:
Cotton Physiology, Book II (J. Stewart, D. Oosterhuis, and J. Heitholt, eds.), The Cotton
Foundation, Memphis, TN.

Wendel, J. F., R. L. Small, R. C. Cronn, and C. L. Brubaker. 1999. Genes, jeans, and genomes:
Reconstructing the history of cotton. Pp. 133-161 in: Plant evolution in man-made habitats.
Proceedings of the VIIth international symposium of the international organization of plant
biosystematists (L.W.D. van Raamsdonk and J. C. M. den Nijs, eds.). Hugo de Vries Laboratory,
Amsterdam, The Netherlands.

Cronn, R., R. L. Small, and J. F. Wendel. 1999. Duplicated genes evolve independently following
polyploid formation in cotton. Proceedings of the National Academy of Sciences USA 96: 14406-
14411.
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Hanson, R. E., M. N. Islam-Faridi, C. F. Crane, M. S. Zwick, D. C. Czeschin, J. F. Wendel., T. D.
McKnight, H. J. Price, and D. M. Stelly. 1999. Tyl-copia-retrotransposon behavior in a
polyploid cotton. Chromosome Research 8: 73-76.

Wendel, J. F. 1999. Genes, jeans and genomes: cotton as a model of polyploid evolution. Focus;,
Proceedings of the MAPMBS Meetings, 1998, pp. 2-4.

Pan, Q., J. Wendel, D. Zamir and R. Fluhr. 2000. Divergent evolution of plant NBS-LRR
homologues in dicot and cereal genomes. Journal of Molecular Evolution 50: 203-213.

Wendel, J. F. 2000. Genome evolution in polyploids. Plant Molecular Biology 42: 225-249.

Small, R. L. and J. F. Wendel. 2000. Phylogeny, duplication, and intraspecific variation of Adh
sequences in New World diploid cottons (Gossypium L., Malvaceae). Molecular Phylogenetics
and Evolution 16: 73-84.

Small, R. L. and J. F. Wendel. 2000. Copy number lability and evolutionary dynamics of the Adh
gene family in diploid and tetraploid cotton (Gossypium). Genetics 155: 1913-1926.

Liu, B. and J. F. Wendel. 2000. Retroelement activation followed by rapid repression in interspecific
hybrid plants. Genome 43: 874-880.

Wendel, J. F. and S. R. Wessler. 2000. Retrotransposon-mediated genome evolution on a local
ecological scale. Proceedings of the National Academy of Sciences USA 97: 6250-6252.

Applequist, W. L., R. C. Cronn, and J. F. Wendel. 2001. Comparative development of fiber in wild
and cultivated cotton. Evolution and Development 3: 1-15.

Liu, B., C. L. Brubaker, G. Mergeai, R. C. Cronn, and J. F. Wendel. 2001. Polyploid formation in
cotton is not accompanied by rapid genomic changes. Genome 44: 321-330.

Liu, B. and J. F. Wendel. 2001. Inter-simple sequence repeat (ISSR) polymorphisms as a genetic
marker system in cotton. Molecular Ecology Notes 1: 205-208.

Brubaker, C. L. and J. F. Wendel. 2001. RFLP diversity in cotton. In: Genetic improvement of cotton:
emerging technologies (J. N. Jenkins and S. Saha, eds.), pp. 81-102. Science Publishers Inc.,
Enfield, New Hampshire.

Wendel, J. F., R. C. Cronn, J. S. Johnston and H. J. Price. 2002. Feast and famine in plant genomes.
Genetica 115: 37-47.

Cronn, R. C., M. Cedroni, T. Haselkorn, C. Osborne, and J. F. Wendel. 2002. PCR-mediated
recombination in amplification products derived from polyploid cotton. Theoretical and Applied
Genetics 104: 482-489.

Cronn, R. C., R. L. Small, T. Haselkorn, and J. F. Wendel. 2002. Rapid diversification of the cotton
genus (Gossypium: Malvaceae) revealed by analysis of sixteen nuclear and chloroplast genes.
American Journal of Botany 89: 707-725.

Small, R. L. and J. F. Wendel. 2002. Differential evolutionary dynamics of duplicated paralogous
Adh loci in allotetraploid cotton (Gossypium). Molecular Biology and Evolution 19: 597-607.

Liu, B. and J. F. Wendel. 2002. Non-Mendelian phenomena in allopolyploid genome evolution.
Current Genomics 3: 489-506.

Wendel, J. F., R. C. Cronn, 1. Alvarez, B. Liu, R. L. Small, and D. Senchina. 2002. Intron size and
genome size in plants. Molecular Biology and Evolution 19: 2346-2352.

Wendel, J. F. and R. C. Cronn. 2003. Polyploidy and the evolutionary history of cotton. Advances in
Agronomy 78: 139-186.

Cedroni, M. L., R. C. Cronn, K. L. Adams, T. A. Wilkins and J. F. Wendel. 2003. Evolution and
expression of MYB genes in diploid and polyploid cotton. Plant Molecular Biology 51: 313-325.

Schnabel, A., P. E. McDonel, and J. F. Wendel. 2003. Phylogenetic Relationships in Gleditsia
(Leguminosae) based on ITS sequences. American Journal of Botany 90: 310-320.

Senchina, D. S., I. Alvarez, R. C. Cronn, B. Liu, J. Rong, R. D. Noyes, A. H. Paterson, R. A. Wing,
T. A. Wilkins, and J. F. Wendel. 2003. Rate variation among nuclear genes and the age of
polyploidy in Gossypium. Molecular Biology and Evolution 20:633-643.
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Cronn, R. C., R. L. Small, T. Haselkorn, and J. F. Wendel. 2003. Cryptic repeated genomic
recombination during speciation in Gossypium. Evolution 57: 2475-2489.

Alvarez, 1. and J. F. Wendel. 2003. Ribosomal ITS sequences and plant phylogenetic inference.
Molecular Phylogenetics and Evolution 29: 417-434,

Adams, K., R. Cronn, R. Percifield, and J. F. Wendel. 2003. Genes duplicated by polyploidy show
unequal contributions to the transcriptome and organ-specific reciprocal silencing. Proceedings
of the National Academy of Sciences USA 100: 4649-4654.

Liu, B. and J. F. Wendel. 2003. Epigenetic phenomena and the evolution of plant allopolyploids.
Molecular Phylogenetics and Evolution 29: 365-379.

Adams, K. L. and J. F. Wendel. 2004. Exploring the genomic mysteries of polyploidy in cotton.
Biological Journal of the Linnean Society 82: 573-581.

Rudgers, J. A., S. Y. Strauss, and J. F. Wendel. 2004. Trade-offs between anti-herbivore resistance
traits: within- and among-species comparisons using Gossypium. American Journal of Botany 91:
871-880.

Small, R. A., R. C. Cronn, and J. F. Wendel. 2004. The use of nuclear genes for phylogeny
reconstruction in plants. Australian Systematic Biology 17: 145-170.

Cronn, R. C. and J. F. Wendel. 2004. Cryptic trysts, genomic mergers and plant speciation. New
Phytologist 161: 133-142.

Rieseberg, L. H. and J. F. Wendel. 2004. Commentary: Plant Speciation. New Phytologist 161: 3-6.

Rong, J., C. Abbey, J. E. Bowers, C. L. Brubaker, C. Chang, P. W. Chee, T. A. Delmonte, X. Ding, J.
J. Garza, B. S. Marler, C. Park, G. J. Pierce, K. M. Rainey, V. K. Rastogi, S. R. Schulze, N. L.
Trolinder, J. F. Wendel, T. A. Wilkins, T. D. Williams-Coplin, R. A. Wing, R. J. Wright, X.
Zhao, L. Zhu, and A. H. Paterson. 2004. A 3347-locus genetic recombination map of sequence-
tagged sites reveals features of genome organization, transmission and evolution of cotton
(Gossypium). Genetics 166: 389-417.

Grover, C. E., H. Kim, R. A. Wing, A. H. Paterson, and J. F. Wendel. 2004. Incongruent patterns of
local and global genome size evolution in cotton. Genome Research 14: 1474-1482.

Adams, K.L., R. Percifield, and J. F. Wendel. 2004. Organ-specific silencing of duplicated genes in a
newly synthesized cotton allotetraploid. Genetics 168:2217-2226.

Wendel, J. F. and K. L. Adams. 2005. Genome evolution and gene silencing in polyploid cotton. In:
Plant species-level systematics: new perspectives on pattern and process (F. T. Bakker, L. W.
Chatrou, B. Gravendeel, and P. Pelser (eds.), Gantner Verlag, Ruggell. Regnum Vegetabile 142:
271-290.

Wendel, J. F. and J. J. Doyle. 2005. Polyploidy and Evolution in plants. Pp 97-117 In: Plant
Diversity and Evolution (R. J. Henry, Ed.). CABI Publishing, Wallingford, UK.

Adams, K. L. and J. F. Wendel. 2005. Polyploidy and genome evolution in plants. Current opinions
in plant biology 8: 135-141.

Salmon, A., M. L. Ainouche, and J. F. Wendel. 2005. Genetic and epigenetic consequences of recent
hybridization and polyploidy in Spartina (Poaceae). Molecular Ecology 14: 1163-1175.

Rapp, R. A., I. Alvarez, and J. F. Wendel. 2005. Molecular confirmation of the position of
Gossypium trifurcatum Vollesen. Genetic Resources and Crop Evoution 52: 749-753.

Hawkins, J. S., J. Pleasants, and J. F. Wendel. 2005. Identification of AFLP markers that discriminate
between cultivated cotton and the Hawaiian island endemic, Gossypium tomentosum. Genetic
Resources and Crop Evoution 52: 1069-1078.

Alvarez, 1., R. Cronn, and J. F. Wendel. 2005. Phylogeny of the New World diploid cottons
(Gossypium L., Malvaceae) based on sequences of three low-copy nuclear genes. Plant
Systematics and Evolution 252: 199-214.

Rong, J., G. J. Pierce, V. N. Waghmare, C. J. Rogers, A. Desai, P. W. Chee, O. L. May, J. R.
Gannaway, J. F. Wendel, T. A. Wilkins, and A. H. Paterson. 2005. Genetic mapping and
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comparative analysis of seven mutants related to seed fiber development in cotton. Theor. Appl.
Genet. 111:1137-1146.

Waghmare, V. N., J. Rong, C. J. Rogers, G. J. Pierce, J. F. Wendel, and A. H. Paterson. 2005.
Genetic mapping of a cross between Gossypium hirsutum (cotton) and the Hawaiian endemic, G.
tomentosum. Theoretical and Applied Genetics 111: 665-676.

Petrov, D. A. and J. F. Wendel. 2006. Genome evolution in eukaryotes: the genome size perspective.
Pp 144-156, in: Evolutionary Genetics: Concepts and Case Studies (C. W. Fox and J. B. Wolf,
Eds.). Oxford Univ. Press.

Adams, K. L. and J. F. Wendel. 2005. Novel patterns of gene expression in polyploid plants. Trends
in Genetics 21: 539-543.

Rapp, R. and J. F. Wendel. 2005. Epigenetics and plant evolution. New Phytologist 168: 81-91.

Adams, K. L. and J. F. Wendel. 2006. Allele-specific, bi-directional silencing of an alcohol
dehydrogenase gene in different organs of interspecific cotton hybrids. Genetics 17: 2139-2142.

Udall, J. A., J. Swanson, K. Haller, R.A. Rapp, M. Sparks, J. Hatfield, Y. Yu, Y. Wu, A.B. Arpat,
B.A. Sickler, T.A. Wilkins, J.-Y. Guo, X.-Y. Chen, E. Taliercio, R. Turley, C. Dowd, H.
McFadden, N. Klueva, P. Payton, R. Allen, D. Zhang, C. Haigler, C. Wilkerson, J. Suo, S.R.
Schulze, M.L. Pierce, M. Essenberg, H. Kim, D.J. Llewellyn, E.S. Dennis, D. Kudrna, R. Wing,
A H. Paterson, C. Soderlund, and J.F. Wendel. 2006. A global assembly of cotton ESTs. Genome
Research 16: 441-450.

Alvarez, 1. and J. F. Wendel. 2006. Ancient interspecific introgression and modern genetic
differentiation within Gossypium aridum (Malvaceae) and its relatives. Evolution 60: 505-517.

Senchina, D. S., L. E. Flagel, J. F. Wendel, and M. L. Kohut. 2006. Phenetic comparison of seven
Echinacea species based on immunomodulatory characteristics. Economic Botany 60: 205-211.

Udall, J. A., J. M. Swanson, D. Nettleton, R. J. Percifield, and J. F. Wendel. 2006. A novel approach
for characterizing expression levels of genes duplicated by polyploidy. Genetics 173: 1823-1827.

Keyte, A. L., R. Percifield, B. Liu, and J. F. Wendel. 2006. Infraspecific DNA methylation
polymorphism in cotton (Gossypium hirsutum L.). Journal of Heredity 97: 444-450.

Hawkins, J. S., H. Kim, J. D. Nason, R. A. Wing, and J. F. Wendel. 2006. Differential lineage-
specific amplification of transposable elements is responsible for genome size variation in
Gossypium. Genome Research 16: 1252-1261.
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Massachusetts.

Wendel, J.F., M.D. Edwards, and C.W. Stuber. 1987. Multilocus genetic control of preferential
fertilization in maize. American Institute of Biological Sciences, Columbus, Ohio.

Wendel, J.F. 1989. New World cottons contain Old World cytoplasm. American Institute of
Biological Sciences, Toronto, Canada.

Wendel, J.F. and A.E. Percival. 1989. Molecular divergence in the Galapagos Island-Baja California
species pair, Gossypium klotzschianum Anderss. and G. davidsonii Kell. American Institute of
Biological Sciences, Toronto, Canada.

Pleasants, J.P. and J.F. Wendel. 1989. Genetic diversity in a clonal narrow endemic, Erythronium
propullans, and its widespread progenitor, £. albidum. American Institute of Biological Sciences,
Toronto, Canada.

Wendel, J.F., J. McD. Stewart and J.H. Rettig. 1990. Molecular evidence for the origin of Gossypium
bickii via homoploid reticulate speciation. International Congress of Systematic and Evolutionary
Biology, College Park Maryland.

Wendel, J.F., J. McD. Stewart and J.H. Rettig. 1990. Molecular evidence for the origin of Gossypium
bickii via homoploid reticulate speciation. American Institute of Biological Sciences, Richmond,
Virginia.

Percy, R. G. and J. F. Wendel. 1990. Allozyme evidence of Gossypium barbadense species variation,
diffusion, and introgressive hybridization. 4th Int. Cong. on Dev. and Appl. of New Tech. to var.
Imp., Ames.

Klier, K. E. and J. F. Wendel. 1990. Allozymic analysis of hybridization between white and yellow
ladyslipper orchids in Towa. 12th North American Prairie Conference, Cedar Falls, IA.

Wendel, J. F. and V. A. Albert. 1991. Phylogeny reconstruction and biogeographic implications from
maximum likelihood character-state weighting of cpDNA restriction site variation in the genus
Gossypium L. American Institute of Biological Sciences, San Antonio, Texas.

Brubaker, C. L. and J. F. Wendel. 1992. Genetic diversity in Gossypium hirsutum and the origin of
upland cotton. American Institute of Biological Sciences, Honolulu, Hawaii.

Deloode, D. R. and J. F. Wendel. 1992. Genetic diversity and origin of the Hawaiian Islands cotton,
Gossypium tomentosum. American Institute of Biological Sciences, Honolulu.
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Deloode, D. R. and J. F. Wendel. 1992. Ancient reticulation in New World, diploid cottons
(Gossypium). American Institute of Biological Sciences, Honolulu, Hawaii.

VanderWiel, P. L., D. F. Voytas and J. F. Wendel. 1992. Phylogenetic analysis reveals two ancient
families of copia-like retrotransposable elements in diploid and polyploid Gossypium. American
Institute of Biological Sciences, Honolulu, Hawaii.

Wendel, J. F. and C. L. Brubaker. 1992. Genome evolution and domestication in cotton (Gossypium).
American Institute of Biological Sciences, Honolulu, Hawaii, August, 1992.

Paterson, A. H., A. B. Reinisch, J. Dong, C. L. Brubaker, J. F. Wendel, D. M. Stelly, and R. A. Wing.
1992. RFLP map of the cotton genome. Plant Genome I, San Diego, November, 1992.

Wendel, J. F. 1993. The gene pool of Gossypium hirsutum. National Cotton Conference, New
Orleans.

Brubaker, C. L. and J. F. Wendel. 1993. RFLP diversity in Gossypium hirsutum L. and new insights
into the domestication of cotton. American Institute of Biological Sciences, Ames, IA.

Crane, C. F., D. G. Czeschin, J. F. Wendel, P. L. VanderWiel, H. J. Price, D. M. Stelly and T. D.
McKnight. 1993. Distribution of copia-like retrotransposable elements among and within
chromosomes of cotton. American Institute of Biological Sciences, Ames, [A.

Crane, E. H., D. R. Farrar and J. F. Wendel. 1993. Phylogeny of the Vittariaceae: rbcL results.
American Institute of Biological Sciences, Ames, IA.

Koontz, J. A., C. L. Brubaker and J. F. Wendel. 1993. Bidirectional nuclear and cytoplasmic
introgression in Gossypium barbadense and G. hirsutum. American Institute of Biological
Sciences, Ames, IA.

Stewart, J. McD., J. F. Wendel, and L. A. Craven. 1994. Gossypium germplasm from Australia,
including an undescribed species. Proceedings of the Beltwide Cotton Conference, Memphis.

Crane, E. H., D. R. Farrar and J. F. Wendel. 1994. Phylogeny of the Vittariaceae: convergent
simplification leads to a polyphyletic Vittaria. American Institute of Biological Sciences,
Knoxville, TN.

Schnabel, A. and J. F. Wendel. 1994. Cladistic biogeography of the genus Gleditsia (Leguminosae).
American Institute of Biological Sciences, Knoxville, TN.

Schnabel, A., T. Seelanan and J. F. Wendel. 1994. Divergent interlocus concerted evolution in a
monophyletic lineage of allotetraploid Gossypium (cotton). Society for the Study of Evolution,
Athens, GA.

Cronn, R. C. and J. F. Wendel. 1995. Polymorphism and Concerted Evolution in a Multigene Family:
5S Ribosomal DNA in Diploid and Allopolyploid Cottons. Society for the Study of Evolution,
Montreal.

Wendel, J. F., A. Schnabel, and T. Seelanan. 1995. Ancient intergenomic introgression in Gossypium
(cotton). Society for the Study of Evolution, Montreal.

Clark, L. G., W. Zhang, and J. F. Wendel. 1995. A phylogeny of the grass family based on ndhF
sequence data. American Institute of Biological Sciences, San Diego, CA.

Zhang, W., L. G. Clark, and J. F. Wendel. 1995. NdhF gene sequences and phylogeny of subfamily
Bambusoideae. American Institute of Biological Sciences, San Diego, CA.

Hanson, R. E., L. E. Jackson, M. S. Zwick, C. F. Crane, T. D. McKnight, J. F. Wendel, D. M. Stelly,
and H. J. Price. 1996. The chromosomal distribution of a copia-like retrotransposon in cotton
(Gossypium hirsutum L.). Plant Genome IV, San Diego.

Hanson, R. E., X.-P. Zhao, A. H. Paterson, M. N. Islam-Faridi, M. S. Zwick, T. D. McKnight, J. F.
Wendel, H. J. Price, and D. M. Stelly. 1996. FISH indicates a dispersed repetitive element highly
represented in the Gossypium hirsutum L. D-subgenome is absent from its putative ancestral
diploid donor (Gossypium raimondii U.). Plant Genome IV, San Diego.

Brubaker, C. L, A. Paterson, and J. F. Wendel. 1996. Evolution of homoeologous chromosomes in
polyploids: evidence from comparative mapping of allopolyploid and diploid Gossypium.
American Institute of Biological Sciences, Seattle, WA.
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Farrar, D. R. and J. F. Wendel. 1996. Eastern moonworts: genetics and relationships. American
Institute of Biological Sciences, Seattle, WA.

Farrar, D. R. and J. F. Wendel. 1996. On the origins and relationships of the Botrychium
matricariifolium complex in eastern North America. American Institute of Biological Sciences,
Seattle, WA.

Seelanan, T. and J. F. Wendel. 1996. Short interior branches as a cause of phylogenetic
incongruence: an example from Gossypium. American Institute of Biological Sciences, Seattle,
WA.

Seelanan, T. and J. F. Wendel. 1996. Congruence and consensus in the cotton tribe: evidence from
the nuclear and plastid genomes. American Institute of Biological Sciences, Seattle, WA.

Davis, J. 1., D. W. Stevenson and J. F. Wendel. 1996. Phylogenetics of monocots as resolved by four
data sets, including the mitochondrial gene atpA. American Institute of Biological Sciences,
Seattle, WA.

Cronn, R. C., M. E. Brothers, K. M. Klier, P. K. Bretting, and J. F. Wendel. 1996. [sozyme genetic
markers and Helianthus germplasm management. ASA/CSSA/SSSA annual meeting,
Indianapolis.

Hanson, R. E., A. H. Paterson, J. F. Wendel, J. McD. Stewart, M. N. Isla-Faridi, D. M. Stelly, and H.
J. Price. 1997. Chromosomal distribution of dispersed repetitive elements and of a copia-like
retrotransposon in cotton (Gossypium hirsutum L.) and its diploid relatives. Plant Genome V,
San Diego.

Stewart, J. McD., L. A. Craven and J. F. Wendel. 1997. A new Australian species of Gossypium.
Proceedings of the Beltwide Cotton Conference, New Orleans.

Clark, L. G., D. Grossmann and J. F. Wendel. 1997. Phylogenetic utility of indels and partial ndhF
gene sequences in the Chloridoideae (Poaceae). American Institute of Biological Sciences,
Montreal, Canada.

Cronn, R., M. Brothers, K. Klier, J. Wendel and P. Bretting. 1997. Allozyme variation in
domesticated Helianthus annuus and wild relatives. American Institute of Biological Sciences,
Montreal, Canada.

Seelanan, T. and J. F. Wendel. 1997. Phylogenetics of cottons from the Kimberley region of
Australia based on ITS sequences. American Institute of Biological Sciences, Montreal, Canada.

Small, R., J. Ryburn, R. Cronn, T. Seelanan, and J. F. Wendel. 1997. Molecular phylogenetics of
recently diverged groups: evidence from nuclear and plastid sequences. American Institute of
Biological Sciences, Montreal, Canada.

Small, R., and J. F. Wendel. 1998. Phylogeny, duplication, and intraspecific variation of Adh alleles
in New World diploid cottons (Gossypium L.). American Institute of Biological Sciences,
Baltimore, MD.

Wendel, J. F. 1998. Jeans, Genomes, and the Origin of Species. Mid-Atlantic Plant Molecular
Biology Society, Laurel, MD.

Wendel, J. F., Small, R. L., Cronn, R. C. and C. L. Brubaker. 1998. Reconstructing the history of
cotton. International Organization of Plant Biosystematists, Amsterdam.

Wendel, J. F. 1999. Jeans, genes and genomes: insights from the cotton genus. X VI International
Botanical Congress, St. Louis.

Small, R. L. and J. F. Wendel. 1999. Organization and evolution of the alcohol dehydrogenase gene
family in diploid and tetraploid Cotton (Gossypium). Gordon Conference on Molecular
Evolution, Kyoto, Japan.

Wendel, J. F., R. C. Cronn, R.L. Small, C. L. Brubaker, and B. Liu. 2000. Genes, jeans and genomes:
exploring the mysteries of polyploidy in cotton. Crop Science Society of America, Minneapolis.

Wendel, J.F. 2000. President’s symposium, Evolution of crop plants: models, mechanisms, and
implications. American Society of Plant Physiologists, San Diego, July, 2000
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Wendel, J.F. 2000. Genes, jeans and genomes: insights from the cotton genus. 72" Annual Meeting
of the Genetics Society of Japan, Kyoto. Genes & Genetic Systems 75: 360.

Wendel, J. F., R.L. Small, B. Liu, and R. C. Cronn. 2001. Jeans, genes, and genomes: insights into
polyploidy from the cotton genus. Plant and Animal Genome Conference, San Diego.

Wendel, J. F. 2001. President’s symposium, Comparative and Functional Genomics: Evolutionary
Implications, Botanical Society of America, Albequerque, August

Shockey, K., H. T. Horner, and J. F. Wendel. 2001. Calcium oxalate crystals in the tribe Gossypieae
and the genus Gossypium (cotton). Botanical Society of America, Albequerque, August

Wendel, J. F. and R. C. Cronn. 2002. Recent insights into the evolutionary history of the cotton
genus. Plant and Animal Genome Conference, San Diego, January.

Adams, K. L., R. C. Cronn, and J. F. Wendel. 2002. Differential and unequal expression of genes
duplicated by polyploidy during the evolution of tetraploid cottons. Society for the Study of
Evolution, Champaign-Urbana, July.

Rudgers, J. A., S. Y. Strauss, and J. F. Wendel. 2002. Trade-offs between direct and indirect plant
resistance in Gossypium. Ecological Society of America.

Cronn, R. C., R. L. Small, T. Haselkorn, and J. F. Wendel. 2002. Chloroplast and nuclear sequences
reveal a complex, reticulate ancestry for the Mexican cotton Gossypium gossypioides. Botanical
Society of America, Madison.

Wendel, J. F. Genes, jeans and genomes: insights from the cotton genus. 2002. Plant systematics
below the species level: pattern and process. Leiden, The Netherlands.

Adams, K, R. Cronn, R. Percifield and J. Wendel. 2003. Genes duplicated by polyploidy display
variable contributions to the transcriptome and silencing that are developmentally regulated in
polyploid cotton. Plant and Animal Genome Conference, San Diego.

Adams, K, R. Cronn, R. Percifield and J. Wendel. 2003. Gene silencing in natural and synthetic
cotton polyploids. International Polyploidy Conference, Linnaean Society, London.

Wendel, J. F. and K. L. Adams. 2003. Genome evolution and gene silencing in cotton. International
Polyploidy Conference, Linnaean Society, London.

Grover, C., H. Kim, R. A. Wing, and J. F. Wendel. 2003. Microcolinearity in the allotetraploid
Gossypium hirsutum. 23rd Stadler Genetics Symposium, Columbia, MO.

Wendel, J. F. Genome evolution and gene silencing in cotton. 2003. International Polyploidy
Conference. London.

Hawkins, J. S., H. Kim, R. A. Wing, J. D. Nason, and J. F. Wendel. 2003. Genome size evolution in
Gossypium. 5" Annual Plant Sciences Institute Symposium, Ames, IA.

Udall, J.A., J. Hatfield, C. Soderlund, R. Wing, A.H. Paterson, R.A. Rapp, and J.F. Wendel.
Assembly of a large global cotton EST collection. 2003. ASA-CSSA-SSSA Annual Meetings.
Denver, CO. 2-6 Nov. 2003.

Alvarez, 1., and J. F. Wendel. 2004. Ancient introgression within Gossypium aridum (Malvaceae) and
its relatives. A story with relevant biogeographical implications in Western Mexico, Baja
California, and Galapagos Islands. International Organization of Plant Biosystematics, Valencia,
Spain, May.

Udall, J. A., R. A. Rapp, J. M. Swanson, and J. F. Wendel. 2005. A novel approach for characterizing
transcript levels of genes duplicated by polyploidy. Plant and Animal Genome Conference, San
Diego.

Sparks, M. E., J. A. Udall, V. Brendel, and J. F. Wendel. 2005. Patterns and rates of nucleotide
substitution in angiosperms. XVIIth International Botanical Congress, Vienna.

Ainouche, M. L., A. Salmon, J. Wendel, K. Fukunaga, M. Ricou, P. Fortune, and K. Schierenbeck.
2005. Recent allopolyploidy and genome evolution in Spartina (Poaceae). X VIIth International
Botanical Congress, Vienna.

Grover, C. E., H. Kim, R. A. Wing, A. H. Paterson, and J. F. Wendel. 2005. Genome size evolution
among Gossypium species. XVIIth International Botanical Congress, Vienna.
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Rapp, R. A., J. A. Udall, A. B. Arpat, T. A. Wilkins, and J. F. Wendel. 2005. Expression profiling
and polyploidization in Gossypium. XVIIth International Botanical Congress, Vienna.

Udall, J. A., J. M. Swanson, R. A. Rapp, and J. F. Wendel. 2005. Differential expression of
homoeologous loci in allotetraploid cotton. X VIIth International Botanical Congress, Vienna.

Hawkins, J. S., H. Kim, R. A. Wing, R. J. Percifield, J. D. Nason, and J. F. Wendel. 2005. Genome
size variation and evolution among diploid Gossypium species. X VIIth International Botanical
Congress, Vienna.

Ainouche, M. L. and J. F. Wendel. 2005. Genome technologies, polyploidy, and evolution. High-
throughput methods of molecular biology in the environmental sciences, Roscoff, France.

Salmon, A., M. L. Ainouche and J. F. Wendel. 2005. Allopolyploid speciation and epigenetic
changes: Insights from the young invasive species Spartina anglica (Poaceae). Jacques Monod
Conference, Aussois, France.

Hawkins, J.S., H. Kim, J.D. Nason, R.A. Wing, and J.F. Wendel. 2006. Differential lineage-specific
amplification of transposable elements is responsible for genome size variation in Gossypium. 1st
International Conference. Genomic impact of eukaryotic transposable elements. Asilomar
Conference Center, Pacific Grove, CA.

Flagel, L., J. Udall, D. Nettleton, and J. Wendel. 2007. Systematic analysis of duplicate gene
expression evolution in cotton. Plant and Animal Genome Conference, San Diego.

Grover, C. E., H.-Ran Kim, R. A. Wing, A. H. Paterson, and J. F. Wendel. 2007. Microcolinearity
and genome evolution in diploid and polyploid cotton. Plant and Animal Genome Conference,
San Diego

Hovav, R., J. Udall, R. Rapp, L. Flagel and J. F. Wendel. 2007. Most of the cotton transcriptome is
expressed in the fiber cell. Plant and Animal Genome Conference, San Diego.

Hawkins, J. S., H.-Ran Kim, J. D. Nason, R. A. Wing, and J. F. Wendel. 2007. Transposable
elements and genome size evolution in Gossypium. Plant and Animal Genome Conference, San
Diego.

Rapp, R. A., J. A. Udall, D. Nettleton, and J. F. Wendel. 2007. Expression variation accompanying
polyploidization in Gossypium. Plant and Animal Genome Conference, San Diego.

Wendel, J. F., R. A. Rapp, L. Flagel, J. A. Udall and R. Hovav. 2007. Polyploidy and the
evolutionary history of cotton. International Conference on Polyploidy, Heterosis, and
Epigenetics, Beijing.

Flagel, L., J. Udall, D. Nettleton, and J. Wendel. 2007. Systematic analysis of duplicate gene
expression evolution in cotton. American Genetic Association, Bloomington, IN.

Grover, C. E., R. A. Wing, A. H. Paterson, and J. F. Wendel. 2008. Genome evolution in diploid and
polyploid cotton. Plant and Animal Genome Conference, San Diego.

Flagel, L. E., J. A. Udall, D. Nettleton, and J. F. Wendel. 2008. Duplicate gene expression evolution
in cotton. Plant and Animal Genome Conference, San Diego.

Rapp, R. A., J. A. Udall, L. Flagel, and J. F. Wendel. 2008. Novel expression variation and
transcriptional genomic dominance in Gossypium (cotton) polyploids. . Plant and Animal
Genome Conference, San Diego.

Hovav, R., J. Udall, R. Rapp, L. Flagel and J. F. Wendel. 2008. Global expression analysis of
duplicated genes during the development of the single-celled cotton fiber. Plant and Animal
Genome Conference, San Diego.

Wendel, J. F. Hovav, R., R. Rapp, L. Flagel, B. Chaudhary, and J. Udall. 2008. Polyploidy and gene
expression in Gossypium. Joint meeting of the Botanical Society of American and Canadian
Botanical Society, Vancouver.

Flagel, L., J. A. Udall, D. Nettleton, and J. F. Wendel. 2008. Expression Evolution in Genes
Duplicated by Recent Polyploidy in Cotton (Gossypium). Joint meeting of the Botanical Society
of American and Canadian Botanical Society, Vancouver.
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Udall, J.A., R. Hovav, L. Flagel, K. Adams, and J. F. Wendel. 2008. Duplicate gene expression in
polyploid cotton. Genes to Products Awardee Workshop, Beltsville.

Flagel, L. E., B. Chaudhary, J. A. Udall, and J. F. Wendel. 2009. Evolution Of Homoeolog
Expression In Allotetraploid Cotton. Plant and Animal Genome Conference, San Diego.

Hu, G., N. L. Houston, J. J. Thelan, and J. F. Wendel. 2009. Evolutionary proteomics of cottonseed.
Plant and Animal Genome Conference, San Diego.

Hu, G., N. L. Houston, J. J. Thelan, and J. F. Wendel. 2009. Comparative evolutionary analysis of
the cottonseed proteome. Plant and Animal Genome Conference, San Diego.

Udall, J.A., R. Hovav, L. Flagel, K. Adams, and J. F. Wendel. 2009. Duplicate gene expression in
polyploid cotton. Genes to Products Awardee Workshop, Beltsville.

Salmon A., Flagel L., Balu A., and J. Wendel. 2009. Assessment of gene conversion events in the
Gossypium hirsutum polyploid genome. International Conference on Polyploidy, Hybridization,
and Biodiversity, St. Malo, France.

Wendel, J. F. 2009. Gossypium as a model for exploring the origin of novel phenotypes in
polyploids. International Conference on Polyploidy, Hybridization, and Biodiversity, St. Malo,
France.

Wendel, J. F., R. Hovav, B. Chaudhary, R. Rapp, L. Flagel and J. Udall. 2009. Gene expression and
polyploidy in cotton. International Plant Molecular Biology Congress, St. Louis.

Chaudhary, B., L. Flagel, J. Udall, and J. F. Wendel. 2009. Expression Evolution of Genes
Duplicated by Polyploidy in Cotton (Gossypium). German Genetics Society, University of
Cologne.

Standage, D., A. Salmon, L. Flagel, K. Grupp, J. F. Wendel, and J. A. Udall. 2010. Measuring gene
expression in tetraploid cotton through Illumina sequencing. Plant and Animal Genome
Conference, San Diego.

Salmon, A., L. Flagel, J. Udall, and J. Wendel. 2010. Detection of homoeologous recombinants from
cotton EST assemblies. Plant and Animal Genome Conference, San Diego.

Udall, J. A., L. E. Flagel, and J. F. Wendel. 2010. A cotton reference transcriptome. International
International Cotton Genetics Initiative Meetings, Canberra, Australia.

Grover, C.E., R.A. Rapp, L.E. Flagel, A. Salmon, M.J. Yoo, R. Hovav, J.A. Udall, Y. Bao, A.H.
Paterson, and J.F. Wendel. 2010. Polyploidy and fiber evolution in Gossypium. International
Cotton Genetics Initiative Meetings, Canberra, Australia.

Udall, J. A., A. Salmon, K. Grupp, J. A. Jeddeloh, and J. F. Wendel. 2011. Diversity of 534 pairs of
duplicated genes in allotetraploid Gossypium hirsutum. Plant and Animal Genome Conference,
San Diego.

Wendel, J. F. 2011. Gene, jeans, and Genomes: exploring the mystery of polyploidy in cotton,
Symposium speaker, Penn State, May, 2011

Yoo, M.-J., L. Schmidt and J. F. Wendel. Comparative evolutionary genetics of parallel
domestication of cottons: a case study of METACASPASE genes. Penn State, May, 2011

Gong, L. and J. F. Wendel. 2011. Cytonuclear evolution during allopolyploidy: an example from
cotton. Penn State, May, 2011

Wendel, J. F. 2011. Gene, jeans, and Genomes: exploring the mystery of polyploidy in cotton
Plenary speaker, International Botanical Conress, Melbourne, Australia, July 2011

Wendel, J. F. 2011. Gene, jeans, and Genomes: exploring the mystery of polyploidy in cotton
Symposium speaker, European Society for Evol. Biology, Tuebingen, Germany, August, 2011

Gingle, A.R., A. H. Paterson, J. Udall and J. F. Wendel. 2012. Data search and visualization tools at
the Comparative Evolutionary Genomics of Cotton Web resource. Plant and Animal Genome
Conference, San Diego.

Rambani, A., J. T. Page, K. Grupp, J. F. Wendel, and J. Udall. 2012. Homoeologous gene expression
and DNA methylation in cotton petals. Plant and Animal Genome Conference, San Diego.
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Gingle, A.R., A. H. Paterson, J.A. Udall, and J. F. Wendel. 2012. Data search and visualization tools
at the comparative evolutionary genomics of cotton web resource. Int. Cotton Genomics Meeting,
Cary, October.

Grover, C. E., J. P. Gallagher, K. K. Grupp, and J. F. Wendel. 2012. Evolution of duplicated
pathways and networks following genome doubling. Int. Cotton Genomics Meeting, Cary,
October.

Udall JA, Page J, Grupp K, Jeddeloh J, Wendel JF. 2012. Diversity of duplicated gene pairs in
allotetraploid Gossypium hirsutum. 2nd Annual Progress and Applications of Next-Generation
Sequencing Workshop. Saskatoon, CA

Udall JA, Rambani A, Page JT, Grupp K, Wendel JF. 2012. The Correlation of DNA Methylation
and Homeologous Gene Expression in Cotton Petals. Plant Biology 2012, Austin, TX

Udall JA, Salmon A, Grupp K, Page J, Jeddeloh J, Wendel JF. 2012. Diversity of 534 pairs of
duplicated genes in allotetraploid G. hirsutum. Utah Plant Genetics Conference, Aspen Grove,
UT.Udall, J. A. 2009. Evolutionary Genomics of Cotton. Plant, Soils, and Climate Department,
Utah State University.

Udall, J.A., A. Rambani, J. T. Page, K. Grupp and J. F. Wendel. 2013. The correlation of DNA
methylation and homoeologous gene expression in cotton petals. Plant and Animal Genome
Conference, San Diego.

Szadkowski, E., J. T. Page, J. Udall, J. Jeddeloh, C. Grover, K. Grupp, A. Salmon, M. A. Gore, and J.
F. Wendel. 2013. Unequal accumulation of nucleotide diversity in the two co-resident genomes
of allopolyploid cotton. The correlation of DNA methylation and homoeologous gene expression
in cotton petals. Plant and Animal Genome Conference, San Diego.

Wendel, J. F., M.-J. Yoo, J. A. Udall, G. Hu, L. Gong, K. Grupp, and M. Gore. 2013. Jeans, genes,
and the independent domestications of cotton. The correlation of DNA methylation and
homoeologous gene expression in cotton petals. Plant and Animal Genome Conference, San
Diego.

Grover, C.E., A. H. Paterson, D. G. Peterson, W. S. Sanders, J. Schmutz, and J. F. Wendel. 2013.
Genome size evolution in Gossypium (cotton): progress and prospects. Plant and Animal
Genome Conference, San Diego.

Ainouche, M., A. Kovarik, and J. Wendel. 2013. Genomic consequences of allopolyploid speciation
in plants. Montpellier Speciation Conference, Montpellier, France

Gallagher, J. P., C. E. Grover, and J. F. Wendel. 2013. Gene retention following polyploidy in
angiosperms for a single biosynthetic pathway. Society for Molecular Biology and Evolution,
Chicago.

Wendel, J. F. 2013. Genes, jeans and genomes: exploring the mysteries of polyploidy in cotton.
Society for Molecular Biology and Evolution, Chicago.

Renny-Byfield, S., E. Szadkowski, J. P. Gallagher, C. E. Grover, J. T. Page, J. A. Udall, X. Wang, A.
H. Paterson and J. F. Wendel. 2013 The subtle nature of sub-functionalisation: Analysis of
ancient gene duplicates in Gossypium reveals extensive expression level divergence but limited
tissue-specific reciprocal gene silencing. Society for Molecular Biology and Evolution, Chicago.

C. E. Grover, S. Renny-Byfield, A. H. Paterson, D. G. Peterson, W. S. Sanders, J. Schmutz, and J. F.
Wendel. 2013. Genome size evolution in Gossypium (cotton): progress and prospects. Society
for Molecular Biology and Evolution, Chicago.

Masonbrink, R. E., J. Jareczek, C. E. Grover, S. Renny-Byfield, and J.F. Wendel. 2013. Evolution of
CenH3 genes in diploid and allopolyploid cotton species. Society for Molecular Biology and
Evolution, Chicago.

Wendel, J. F., 2013. From allozymes to sequenced genomes: Les Gottlieb and our understanding of
polyploidy in plants. Botanical Society of America, New Orleans.
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Gallagher, J. P., C. E. Grover, and J. F. Wendel. 2014. Gene retention following polyploidy in
angiosperms for a single biosynthetic pathway. Plant and Animal Genome Conference, San
Diego.

Hu, G. and J. F. Wendel. 2014. Promise and pitfalls of proteomics in polyploid plants. Plant and
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