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Education

Doctor of Philosophy, Plant Biology, 2009

University of California, Davis, CA
Master of Science, Botany, 2005

Miami University, Oxford, OH
Bachelor of Science, Biology, 2001

Mount Union College, Alliance, OH

Professional Experience

2015-Present  Assistant Professor, Department of Plant Pathology & Microbiology, lowa
State University

2009-2014 Postdoctoral Scholar, Division of Biological Sciences, University of
California - San Diego (UCSD)

2004-2009 Graduate Student, Department of Plant Biology, University of California -
Davis (UCD)

2001-2004 Graduate Student, Department of Botany, Miami University (Miami U)

Grants

2018-2022 Elucidation of roles that protein acetylation plays in mediating plant-pathogen
interactions. NSF-PBI. $750,000
(Awarded to Walley)

2018-2021 Network-Based Discovery of Brassinosteroid Regulation of Plant Growth and
Stress Responses. NSF-MCB. $900,000
(Awarded to Yin and Walley)

2018-2021 Development of novel phenomics tools and approaches to study Northern
Corn Leaf Blight. ISU Plant Sciences Institute. $225,000
(Awarded to Walley)

2017-2020 Crosstalk between Brassinosteroid and autophagy pathways in the
regulation of plant growth and stress response. NIH-NIGMS. $1,220,914
(Awarded to Yin, Walley, and Bassham)
- Received an additional $88,326 supplemental equipment award in 2018 to
purchase an uHPLC system for Co-PI Walley.

Fellowships and Honors

2018- Faculty Scholar, ISU Plant Sciences Institute
2013-14 San Diego Center for Systems Biology Seed Grant
2010-13 NIH Ruth L. Kirschstein NRSA Postdoctoral Fellowship



2009 ASPB-Pioneer Hi-Bred International Graduate Student Prize

2008 Russell Fellowship - most outstanding Plant Biology graduate student (UCD)
2008 Graduate Student Travel Award (UCD) — ASPB meeting invited presentation
2007-08 Trainee, NIH Training Grant in Molecular and Cellular Biology (UCD)

2007 Elsie Taylor Stocking Memorial Fellowship (UCD)

2005 Phi Sigma Biological Honor Society (UCD)

2005 Dupont Travel Award (UCD Section of Plant Biology)

2004 Sigma Xi, The Scientific Honor Society (Miami U)

2003 Phi Kappa Phi Honorary Society (Miami U)

2002 Center for Bioinformatics and Functional Genomics Fellowship (Miami U)
2002 National Garden Clubs Inc. Scholarship

2002 Garden Club of Ohio Scholarship

2001 The Shumaker Physiology Prize (MUC)

2000 Tomsich Awards for Excellence (MUC)

Editorial Board

2016-Present Scientific Reports
2018-Present Frontiers in Plant Science

Manuscript Peer Reviewer

Nature Communications, Nature Plants, PLoS Pathogens, Molecular Plant, Molecular and
Cellular Proteomics, Plant Physiology, Molecular Plant Microbe Interactions, Journal of
Integrative Plant Biology, Journal of Proteome Research, Proteomics, Journal of
Experimental Botany, PLoS One, Plant Molecular Biology Reporter, Phytopathology,
Scientific Reports, PeerJ, Data in Brief

Teaching

2019-Present GDCBS544 - Introduction to Bioinformatics
2016-Present PLP692 — Molecular Biology of Plant-Pathogen Interactions
2016-Present BCBio 402 - Fundamentals of Systems Biology and Network Science

2004 Co-instructor: workshop on the use of the LI-6400 Portable Photosynthesis
System Universidad Autonoma de Tamaulipas, Mexico

2001-03 Teaching Assistant (Miami University): Plant Physiology, Advanced Plant
Physiology and General Biology

2000-01 Laboratory assistant, Fundamentals of Biology lab (MUC)

Leadership/Service

2019-2021 Bioinformatics & Computational Biology Graduate Program Associate Chair
(Will begin a two-year appointment as program chair (DOGE) in 2021)

2019 USDA-ARS hiring Committee for a computational biologist within
MaizeGDB

2019-Present Multinational Arabidopsis Steering Committee (MASC) - Natural Variation
and Comparative Genomics subcommittee



2019 Faculty search committee for a systems biologist in the GDCB department

2019-Present Department Seminar Committee — PLPM

2018-Present Bioinformatics & Computational Biology Graduate Program Supervisory
Committee

2017 Co-Chair for the Loomis Symposium

2016-Present Predictive Plant Phenomics (P3) Curriculum Committee

2016-Present Department Social Committee Chair — PLPM

2008-09 Seminar Representative, Plant Biology GSA (UCD)

2007-08 Student Representative, Plant Biology Faculty Search Committee (UCD)
2007-08 Recruitment/Colloquium Chair, Plant Biology GSA (UCD)

2006-07 Annual Recruitment Organizer, Plant Biology Graduate Group (UCD)
2005-06 President, Plant Biology Graduate Student Association (UCD)

2003 Botany Student Representative, Graduate Student Association (Miami U)
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